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<210> 1 

<21I> 1804 

<212> DNA 

<213? Homo sapiens 

<400> 1 

atgggcgcac t-ggcocgggc gctgctgctg cctctgctgg cccagtggcr. cctgcgcgcc 60 

gccccggagc tggcceccgc gcccttcaeg ctgcccct cc gggtggccgc ggccacgaac 120 

cgcgtagttg cgcccacccc gggacccggg acccctgccg agcgccacgc cgacggcttg ISO 

gcgctcgccc tggagcct.gc cctggcgtcc cccgcgggcg ccgccaactt cirtggccatg 24 0 

gtagacaacc tgcaggggga ctctggccgc ggctactacc tggagatgcc gatcgggacc 300 



cccccgcaga agctacagat tctcgttgac actggaagca gtaactttgc cgtggcagga 360 

accccgcact cctacataga cacgtacttt gacacagaga ggtctagcac ataccgctcc 420 

aagggctttg acgtcacagt gaagtacaca caaggaagct ggacgggctt cgttggggaa 480 

gacctcgtca ccatccccaa aggcttcaat acttcttttc ttgtcaacat tgccactatt 540 

tttgaatcag agaatttctt tttgcctggg attaaatgga atggaatact tggcctagct 600 

tatgccacac ttgccaagcc atcaagttct ctggagacct tcttcgactc cctggtgaca 660 

caagcaaaca tccccaacgt tttctccatg cagatgtgtg gagccggctt gcccgttgct 720 

ggatctggga ccaacggagg tagtcttgtc ttgggtggaa ttgaaccaag tttgtataaa 780 

ggagacatct ggtatacccc tattaaggaa gagtggtact accagataga aattctgaaa 840 

ttggaaattg gaggccaaag ccttaatctg gactgcagag agtataacgc agacaaggcc 900 

atcgtggaca gtggcaccac gctgctgcgc ctgccccaga aggtgtttga tgcggtggtg 960 

gaagctgtgg cccgcgcatc tctgattcca gaattctctg atggtttctg gactgggtcc 1020 

cagctggcgt gctggacgaa ttcggaaaca ccttggtctt acttccctaa aatctccatc 1080 

tacctgagag atgagaactc cagcaggtca ttccgtatca caatcctgcc tcagctttac 1140 

attcagccca tgatgggggc cggcctgaat tatgaatgtt accgattcgg catttcccca 1200 

tccacaaatg cgctggtgat cggtgccacg gtgatggagg gcttctacgt catcttcgac 1260 

agagcccaga agagggtggg cttcgcagcg agcccctgtg oagaaattgc aggtgctgca 132 0 

gtgtctgaaa tttccgggcc tttctcaaca gaggatgtag ccagcaactg tgtccccgct 1380 

cagtctttga gcgagcccat tttgtggatt gtgtcctatg cgctcatgag cgtctgtgga 1440 

gccatcctcc ttgtcttaat cgtcctgctg ctgctgccgt tccggtgtca gcgtcgcccc 1500 

cgtgaccctg aggtcgtcaa tgatgagtcc tctctggtca gacatcgctg gaaatgaata 1560 

gccaggcctg acctcaagca accatgaact cagctattaa gaaaatcaca tttccagggc 1620 

agcagccggg atcgatggtg gcgctttctc ctgtgcccac ccgtcttcaa tctctgttct 1680 

gctcccagat gccttctaga ttcactgtct tttgattctt gattttcaag ctttcaaatc 1740 

ctccctactt ccaagaaaaa taattaaaaa aaaaacttca ttctaaacca aaaaaaaaaa 1800 

aaaa 1804 

<210> 2 

<211> 518 

<212> PRT 

<213> Homo sapiens 

<400> 2 

Met Gly Ala Leu Ala Arg Ala Leu Leu Leu Pro Leu Leu Ala Gin Trp 
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Leu Leu Arg Ala Ala Pro Glu Leu Ala Pro Ala Pro Phe Thr Leu Pro 

20 25 30 



Leu Arg Val Ala Ala Ala Thr Asn Arg Val Val Ala Pro Thr Pro Gly 
35 40 45 



Pro Gly Thr Pro Ala Glu Arg His Ala Asp Gly Leu Ala Leu Ala Leu 
50 55 60 



Glu Pro Ala Leu Ala Ser Pro Ala Gly Ala Ala Asn Phe Leu Ala Met 
65 70 75 80 



Val Asp Asn Leu Gin Gly Asp Ser Gly Arg Gly Tyr Tyr Leu Glu Met 

85 90 95 



Leu lie Gly Thr Pro Pro Gin Lys Leu Gin lie Leu Val Asp Thr Gly 

100 105 110 



Ser Ser Asn Phe Ala Val Ala Gly Thr Pro His Ser Tyr lie Asp Thr 
115 120 125 



Tyr Phe Asp Thr Glu Arg Ser Ser Thr Tyr Arg Ser Lys Gly Phe Asp 
130 135 140 



Val Thr Val Lys Tyr Thr Gin Gly Ser Trp Thr Gly Phe Val Gly Glu 
145 . 150 155 160 



Asp Leu Val Thr lie Pro Lys Gly Phe Asn Thr Ser Phe Leu Val Asn 

165 170 175 



He Ala Thr He Phe Glu Ser Glu Asn Phe Phe Leu Pro Gly He Lys 

180 185 190 



Trp Asn Gly He Leu Gly Leu Ala Tyr Ala Thr Leu Ala Lys Pro Ser 
195 200 205 



Ser Ser Leu Glu Thr Phe Phe Asp Ser Leu Val Thr Gin Ala Asn He 
210 215 220 



Pro Asn Val Phe Ser Met Gin Met Cys Gly Ala Gly Leu Pro Val Ala 
225 230 235 240 



Gly Ser Gly Thr Asn Gly Gly Ser Leu Val Leu Gly Gly lie Glu Pro 

245 250 255 



Ser Leu Tyr Lys Gly Asp He Trp Tyr Thr Pro lie Lys Glu Glu Trp 

260 265 270 
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Tyr Tyr Gin lie Glu lie Leu Lys Leu Glu lie Gly Gly Gin Ser Leu 
275 280 285 



Asn Leu Asp Cys Arg Glu Tyr Asn Ala Asp Lys Ala lie Val Asp Ser 
290 295 300 



Gly Thr Thr Leu Leu Arg Leu Pro Gin Lys Val Phe Asp Ala Val Val 
305 310 315 320 



Glu Ala Val Ala Arg Ala Ser Leu lie Pro Glu Phe Ser Asp Gly Phe 

325 330 335 



Trp Thr Gly Ser Gin Leu Ala Cys Trp Thr Asn Ser Glu Thr Pro Trp 

340 345 350 



Ser Tyr Phe Pro Lys lie Ser lie Tyr Leu Arg Asp Glu Asn Ser Ser 
355 360 365 



Arg Ser Phe Arg lie Thr lie Leu Pro Gin Leu Tyr lie Gin Pro Met 
370 375 380 



Met Gly Ala Gly Leu Asn Tyr Glu Cys Tyr Arg Phe Gly lie Ser Pro 
385 390 395 400 



Ser Thr Asn Ala Leu Val lie Gly Ala Thr Val Met Glu Gly Phe Tyr 

405 410 415 



Val lie Phe Asp Arg Ala Gin Lys Arg Val Gly Phe Ala Ala Ser Pro 

420 425 430 



Cys Ala Glu lie Ala Gly Ala Ala Val Ser Glu lie Ser Gly Pro Phe 
435 440 445 



Ser Thr Glu Asp Val Ala Ser Asn Cys Val Pro Ala Gin Ser Leu Ser 
450 455 460 



Glu Pro lie Leu Trp lie Val Ser Tyr Ala Leu Met Ser Val Cys Gly 
465 470 475 480 



Ala lie Leu Leu Val Leu lie Val Leu Leu Leu Leu Pro Phe Arg Cys 

485 490 495 



Gin Arg Arg Pro Arg Asp Pro Glu Val Val Asn Asp Glu Ser Ser Leu 

- 500 505 510 



Val Arg His Arg Trp Lys 
515 
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<210> 3 

<211> 2070 

<212> DNA 

<213> Homo sapiens 



<400> 3 
atggcccaag 


ccctgccctg 


gctcctgctg 


tggatgggcg 


cgggagtgct 


gcctgcccac 


60 


ggcacccagc 


acggcatccg 


gctgcccctg 


cgcagcggcc 


tggggggcgc 


ccccctgggg 


120 


ctgcggctgc 


cccgggagac 


cgacgaagag 


cccgaggagc 


ccggccggag 


gggcagcttt 


180 


gtggagatgg 


tggacaacct 


gaggggcaag 


tcggggcagg 


gctactacgt 


ggagatgacc 


240 


gtgggcagcc 


ccccgcagac 


gctcaacatc 


ctggtggata 


caggcagcag 


taactttgca 


300 


gtgggtgctg 


ccccccaccc 


cttcctgcat 


cgctactacc 


agaggcagct 


gtccagcaca 


360 


taccgggacc 


tccggaaggg 


tgtgtatgtg 


ccctacaccc 


agggcaagtg 


ggaaggggag 


420 


ctgggcaccg 


acctggtaag 


catcccccat 


ggccccaacg 


tcactgtgcg 


tgccaacatt 


480 


gctgccatca 


ctgaatcaga 


caagttcttc 


atcaacggct 


ccaactggga 


aggcatcctg 


540 


gggctggcct 


atgctgagat 


tgccaggcct 


gacgactccc 


tggagccttt 


ctttgactct 


600 


ctggtaaagc 


agacccacgt 


tcccaacctc 


ttctccctgc 


agctttgtgg 


tgctggcttc 


660 


cccctcaacc 


agtctgaagt 


gctggcctct 


gtcggaggga 


gcatgatcat 


tggaggtatc 


720 


gaccactcgc 


tgtacacagg 


cagtctctgg 


tatacaccca 


tccggcggga 


gtggtattat 


780 


gaggtcatca 


ttgtgcgggt 


ggagatcaat 


ggacaggatc 


tgaaaatgga 


ctgcaaggag 


840 


tacaactatg 


acaagagcat 


tgtggacagt 


ggcaccacca 


accttcgttt- 


gcccaagaaa 


900 


gtgtttgaag 


ctgcagtcaa 


atccatcaag 


gcagcctcct 


ccacggagaa 


gttccctgat 


960 


ggtttctggc 


taggagagca 


gctggtgtgc 


tggcaagcag 


gcaccacccc 


ttggaacatt 


1020 


ttcccagtca 


tctcactcta 


cctaatgggt 


gaggttacca 


accagtcctt 


ccgcatcacc 


1080 


atccttccgc 


agcaatacct 


gcggccagtg 


gaagatgtgg 


ccacgtccca 


agacgactgt 


1140 


tacaagtttg 


ccatctcaca 


gtcatccacg 


ggcactgtta 


tgggagctgt 


tatcatggag 


1200 


ggcttctacg 


ttgtctttga 


tcgggcccga 


aaacgaattg 


gctttgctgt 


cagcgcttgc 


1260 


catgtgcacg 


atgagttcag 


gacggcagcg 


gtggaaggcc 


cttttgtcac 


cttggacatg 


1320 


gaagactgtg 


gctacaacat 


tccacagaca 


gatgagtcaa 


ccctcatgac 


catagcctat 


1380 


gtcatggctg 


ccatctgcgc 


cctcttcatg 


ctgccactct 


gcctcatggt 


gtgtcagtgg 


1440 


cgctgcctcc 


gctgcctgcg 


ccagcagcat 


gatgactttg 


ctgatgacat 


ctccctgctg 


1500 


aagtgaggag 


gcccatgggc 


agaagataga 


gattcccctg 


gaccacacct 


ccgtggttca 


1560 


ctttggtcac 


aagtaggaga 


cacagatggc 


acctgtggcc 


agagcacctc 


aggaccctcc 


1620 


ccacccacca 


aatgcctctg 


ccttgatgga 


gaaggaaaag 


gctggcaagg 


tgggttccag 


1680 


ggactgtacc 


tgtaggaaac 


agaaaagaga 


agaaagaagc 


actctgctgg 


cgggaatact 


1740 
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cttggtcacc tcaaatttaa gtcgggaaat tctgctgctt gaaacttcag ccctgaacct 1800 

ttgtccacca ttcctttaaa ttctccaacc caaagtattc ttcttttctt agtttcagaa 1860 

gtactggcat cacacgcagg ttaccttggc gtgtgtccct gtggtaccct ggcagagaag 1920 

agaccaagct tgtttccctg ctggccaaag tcagtaggag aggatgcaca gtttgctatt 1980 

tgctttagag acagggactg tataaacaag cctaacattg gtgcaaagat tgcctcttga 2040 

attaaaaaaa aaaaaaaaaa aaaaaaaaaa 2070 

<210> 4 

<211> 501 

<212> PRT 

<213> Homo sapiens 

<400> 4 

Met Ala Gin Ala Leu Pro Trp Leu Leu Leu Trp Met Gly Ala Gly Val 
15 10 15 

Leu Pro Ala His Gly Thr Gin His Gly lie Arg Leu Pro Leu Arg Ser 

20 25 30 

Gly Leu Gly Gly Ala Pro Leu Gly Leu Arg Leu Pro Arg Glu Thr Asp 
35 40 45 

Glu Glu Pro Glu Glu Pro Gly Arg Arg Gly Ser Phe Val Glu Met Val 
50 55 60 

Asp Asn Leu Arg Gly Lys Ser Gly Gin Gly Tyr Tyr Val Glu Met Thr 
65 70 75 80 

Val Gly Ser Pro Pro Gin Thr Leu Asn lie Leu Val Asp Thr Gly Ser 

85 90 95 

Ser Asn Phe Ala Val Gly Ala Ala Pro His Pro Phe Leu His Arg Tyr 

100 105 110 

Tyr Gin Arg Gin Leu Ser Ser Thr Tyr Arg Asp Leu Arg Lys Gly Val 
115 120 125 

Tyr Val Pro Tyr Thr Gin Gly Lys Trp Glu Gly Glu Leu Gly Thr Asp 
130 135 140 

Leu Val Ser lie Pro His Gly Pro Asn Val Thr Val Arg Ala Asn lie 
145 150 155 160 

Ala Ala lie Thr Glu Ser Asp Lys Phe Phe lie Asn Gly Ser Asn Trp 

165 170 175 
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Glu Gly lie Leu Gly Leu Ala Tyr Ala Glu lie Ala Arg Pro Asp Asp 

180 185 190 



Ser Leu Glu Pro Phe Phe Asp Ser Leu Val Lys Gin Thr His Val Pro 
195 200 205 



Asn Leu Phe Ser Leu Gin Leu Cys Gly Ala Gly Phe Pro Leu Asn Gin 
210 215 220 



Ser Glu Val Leu Ala Ser Val Gly Gly Ser Met lie lie Gly Gly lie 
225 230 235 240 



Asp His Ser Leu Tyr Thr Gly Ser Leu Trp Tyr Thr Pro lie Arg Arg 

245 250 255 



Glu Trp Tyr Tyr Glu Val lie lie Val Arg Val Glu He Asn Gly Gin 

260 265 270 



Asp Leu Lys Met Asp Cys Lys Glu Tyr Asn Tyr Asp Lys Ser lie Val 
275 280 285 



Asp Ser Gly Thr Thr Asn Leu Arg Leu Pro Lys Lys Val Phe Glu Ala 
290 295 300 



Ala Val Lys Ser He Lys Ala Ala Ser Ser Thr Glu Lys Phe Pro Asp 
305 310 315 320 



Gly Phe Trp Leu Gly Glu Gin Leu Val Cys Trp Gin Ala Gly Thr Thr 

325 330 335 



Pro Trp Asn He Phe Pro Val He Ser Leu Tyr Leu Met Gly Glu Val 

340 345 350 



Thr Asn Gin Ser Phe Arg He Thr He Leu Pro Gin Gin Tyr Leu Arg 
355 360 365 



Pro Val Glu Asp Val Ala Thr Ser Gin Asp Asp Cys Tyr Lys Phe Ala 
370 375 380 



He Ser Gin Ser Ser Thr Gly Thr Val Met Gly Ala Val He Met Glu 
385 390 395 400 



Gly Phe Tyr Val Val Phe Asp Arg Ala Arg Lys Arg He Gly Phe Ala 

405 410 415 



Val Ser Ala Cys His Val His Asp Glu Phe Arg Thr Ala Ala Val Glu 

420 425 430 



Gly Pro Phe Val Thr Leu Asp Met Glu Asp Cys Gly Tyr Asn lie Pro 
435 440 445 

Gin Thr Asp Glu Ser Thr Leu Met Thr lie Ala Tyr Val Met Ala Ala 
450 455 460 

lie Cys Ala Leu Phe Met Leu Pro Leu Cys Leu Met Val Cys Gin Trp 
465 470 475 480 

Arg Cys Leu Arg Cys Leu Arg Gin Gin His Asp Asp Phe Ala Asp Asp 



lie Ser Leu Leu Lys 

500 

<210> 5 

<211> 1977 

<212> DNA 

<213> Homo sapiens 

<400> 5 

atggcccaag ccctgccctg gctcctgctg tggatgggcg cgggagtgct gcctgcccac 6 0 

ggcacccagc acggcatccg gctgcccctg cgcagcggcc tggggggcgc ccccctgggg 12 0 

ctgcggctgc cccgggagac cgacgaagag cccgaggagc ccggccggag gggcagcttt 180 

gtggagatgg tggacaacct gaggggcaag tcggggcagg gctactacgt ggagatgacc 24 0 

gtgggcagcc ccccgca'gac gctcaacatc " ctggtggata caggcagcag taactttgca 300 

9tgggtgctg ccccccaccc cttcctgcat cgctactacc agaggcagct gtccagcaca 3 60 

taccgggacc tccggaaggg tgtgtatgtg ccctacaccc agggcaagtg ggaaggggag 42 0 

ctgggcaccg acctggtaag catcccccat ggccccaacg tcactgtgcg tgccaacatt 4 80 

• gctgccatca ctgaatcaga caagttcttc atcaacggct ccaactggga aggcatcctg 540 

gggctggcct atgctgagat tgccaggctt tgtggtgctg gcttccccct caaccagtct 600 

gaagtgctgg cctctgtcgg agggagcatg atcattggag gtatcgacca ctcgctgtac 660 

acaggcagtc tctggtatac acccatccgg cgggagtggt attatgaggt gatcattgtg 720 

cgggtggaga tcaatggaca ggatctgaaa atggactgca aggagtacaa ctatgacaag 78 0 

agcattgtgg acagtggcac caccaacctt cgtttgccca agaaagtgtt tgaagctgca 84 0 

gtcaaatcca tcaaggcagc ctcctccacg gagaagttcc ctgatggttt ctggctagga 900 

gagcagctgg tgtgctggca agcaggcacc accccttgga acattttccc agtcatctca 960 

ctctacctaa tgggtgaggt taccaaccag tccttccgca tcaccatcct tccgcagcaa 1020 

tacctgcggc cagtggaaga tgtggccacg tcccaagacg actgttacaa gtttgccatc 1080 

tcacagtcat ccacgggcac tgttatggga gctgttatca tggagggctt ctacgttgtc 1140 
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tttgatcggg 


cccgaaaacg 


aattggcttt 


gctgtcagcg 


cttgccatgt 


gcacgatgag 


1200 


ttcaggacgg 


cagcggtgga 


aggccctttt 


gtcaccttgg 


acatggaaga 


ctgtggctac 


1260 


aacattccac 


agacagatga 


gtcaaccctc 


atgaccatag 


cctatgtcat 


ggctgccatc 


1320 


tgcgccctct 


tcatgctgcc 


actctgcctc 


atggtgtgtc 


agtggcgctg 


cctccgctgc 


1380 


ctgcgccagc 


agcatgatga 


ctttgctgat 


gacatctccc 


tgctgaagtg 


aggaggccca 


1440 


tgggcagaag 


atagagattc 


ccctggacca 


cacctccgtg 


gttcactttg 


gtcacaagta 


1500 


ggagacacag 


atggcacctg 


tggccagagc 


acctcaggac 


cctccccacc 


caccaaatgc 


1560 


ctctgccttg 


atggagaagg 


aaaaggctgg 


caaggtgggt 


tccagggact 


gtacctgtag 


1620 


gaaacagaaa 


agagaagaaa 


gaagcactct 


gctggcggga 


atactcttgg 


tcacctcaaa 


1680 


tttaagtcgg 


gaaattctgc 


tgcttgaaac 


ttcagccctg 


aacctttgtc 


caccattcct 


1740 


^ ^ "r* ^ fr* ^ 

LLaaaULCCC 


caacccaaag 


fr- -i f f /-if 4-j~t+-+- 

cacLCttccc 




cagaagtacx 


ggcat cacac 


1 O A A 


gcaggttacc 


ttggcgtgtg 


tccctgtggt 


accctggcag 


agaagagacc 


aagcttgttt 


1860 


ccctgctggc 


caaagtcagt 


aggagagga.t 


gcacagtttg 


ctatttgctt 


tagagacagg 


1920 


gactgtataa 


acaagcctaa 


cattggtgca 


aagattgcct 


cttgaaaaaa 


aaaaaaa 


1977 



<210> 6 

<211>* 476 

<212> PRT 

<213> Homo sapiens 

<400> 6 

Met Ala Gin Ala Leu Pro Trp Leu Leu Leu Trp Met Gly Ala Gly Val 
15 10 15 



Leu Pro Ala His Gly Thr Gin His Gly lie Arg Leu Pro Leu Arg Ser 

20 25 30 



Gly Leu Gly Gly Ala Pro Leu Gly Leu Arg Leu Pro Arg Glu Thr Asp 
35 40 45 



Glu Glu Pro Glu Glu Pro Gly Arg Arg Gly Ser Phe Val Glu Met Val 
50 55 60 



Asp Asn Leu Arg Gly Lys Ser Gly Gin Gly Tyr Tyr Val Glu Met Thr 
65 70 75 80 



Val Gly Ser Pro Pro Gin Thr Leu Asn lie Leu Val Asp Thr Gly Ser 

85 90 95 



Ser Asn Phe Ala Val Gly Ala Ala Pro His Pro Phe Leu His Arg Tyr 

100 105 110 
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Tyr Gin Arg Gin Leu Ser Ser Thr Tyr Arg Asp Leu Arg Lys Gly Val 
115 120 125 



Tyr Val Pro Tyr Thr Gin Gly Lys Trp Glu Gly Glu Leu Gly Thr Asp 
130 135 140 



Leu Val Ser lie Pro His Gly Pro Asn Val Thr Val Arg Ala Asn lie 
145 150 155 160 



Ala Ala lie Thr Glu Ser Asp Lys Phe Phe lie Asn Gly Ser Asn Trp 

165 170 175 



Glu Gly lie Leu Gly Leu Ala Tyr Ala Glu lie Ala Arg Leu Cys Gly 

180 185 190 



Ala Gly Phe Pro Leu Asn Gin Ser Glu Val Leu Ala Ser Val Gly Gly 
195 200 205 



Ser Met lie lie Gly Gly lie Asp His Ser Leu Tyr Thr Gly Ser Leu 
210 215 220 



Trp Tyr Thr Pro lie Arg Arg Glu Trp Tyr Tyr Glu Val lie lie Val 
225 230 235 240 



Arg Val Glu lie Asn Gly Gin Asp Leu Lys Met Asp Cys Lys Glu Tyr 

245 250 255 



Asn Tyr Asp Lys Ser lie Val Asp Ser Gly Thr Thr Asn Leu Arg Leu 

260 265 270 



Pro Lys Lys Val Phe Glu Ala Ala Val Lys Ser lie Lys Ala Ala Ser 
275 280 285 



Ser Thr Glu Lys Phe Pro Asp Gly Phe Trp Leu Gly Glu Gin Leu Val 
290 295 300 



Cys Trp Gin Ala Gly Thr Thr Pro Trp Asn lie Phe Pro Val He Ser 
305 310 315 320 



Leu Tyr Leu Met Gly Glu Val Thr Asn Gin Ser Phe Arg He Thr He 

325 330 335 



Leu Pro Gin Gin Tyr Leu Arg Pro Val Glu Asp Val Ala Thr Ser Gin 

340 345 350 



Asp Asp Cys Tyr Lys Phe Ala He Ser Gin Ser Ser Thr Gly Thr Val 
355 360 365 
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Met Gly Ala Val lie Met Glu Gly Phe Tyr Val Val Phe Asp Arg Ala 
370 375 380 



Arg Lys Arg lie Gly Phe Ala Val Ser Ala Cys His Val His Asp Glu 
385 390 395 400 

Phe Arg Thr Ala Ala Val Glu Gly Pro Phe Val Thr Leu Asp Met Glu 

405 410 415 

Asp Cys Gly Tyr Asn lie Pro Gin Thr Asp Glu Ser Thr Leu Met Thr 

420 425 430 

lie Ala Tyr Val Met Ala Ala lie Cys Ala Leu Phe Met Leu Pro Leu 
435 440 445 

Cys Leu Met Val Cys Gin Trp Arg Cys Leu Arg Cys Leu Arg Gin Gin 
450 455 460 

His Asp Asp Phe Ala Asp Asp lie Ser Leu Leu Lys 



<210> 7 

<211> 2043 

<212> DNA 

<213> Mus musculus 

<400> 7 

atggccccag cgctgcactg gctcctgcta tgggtgggct cgggaatgct gcctgcccag 60 

ggaacccatc tcggcatccg gctgcccctt cgcagcggcc tggcagggcc acccctgggc 120 

ctgaggctgc cccgggagac tgacgaggaa tcggaggagc ctggccggag aggcagcttt 18 0 

gtggagatgg tggacaacct gaggggaaag tccggccagg gctactatgt ggagatgacc 24 0 

gtaggcagcc ccccacagac gctcaacatc ctggtggaca cgggcagtag taactttgca 300 

gtgggggctg ccccacaccc tttcctgcat cgctactacc agaggcagct gtccagcaca 360 

tatcgagacc tccgaaaggg tgtgtatgtg ccctacaccc agggcaagtg ggagggggaa 42 0 

ctgggcaccg acctggtgag catccctcat ggccccaacg tcactgtgcg tgccaacatt 480 

gctgccatca ctgaatcgga caagttcttc atcaatggtt ccaactggga gggcatccta 540 

gggctggcct atgctgagat tgccaggccc gacgactctt tggagccctt ctttgactcc 600 

ctggtgaagc agacccacat tcccaacatc ttttccctgc agctctgtgg cgctggcttc 660 

cccctcaacc agaccgaggc actggcctcg gtgggaggga gcatgatcat tggtggtatc 72 0 

gaccactcgc tatacacggg cagtctctgg tacacaccca tccggcggga gtggtattat 780 

gaagtgatca ttgtacgtgt ggaaatcaat ggtcaagatc tcaagatgga ctgcaaggag 84 0 

tacaactacg acaagagcat tgtggacagt gggaccacca accttcgctt gcccaagaaa 900 
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gtatttgaag 


ctgccgtcaa 


gtccatcaag 


gcagcctcct 


cgacggagaa 


gttcccggat 


960 




ggcttttggc 


taggggagca 


gctggtgtgc 


tggcaagcag 


gcacgacccc 


ttggaacatt 


1020 




ttcccagtca 


tt tcacttta 


cctcatgggt 


gaagtcacca 


atcagtcctt 


ccgcatcacc 


1080 




atccttcctc. 


agcaatacct 


acggccggtg 


gaggacgtgg 


ccacgtccca 


agacgactgt 


1140 




tacaagttcg 


ctgtctcaca 


gtcatccacg 


ggcactgtta 


tgggagccgt. 


catcatggaa 


12 00 




ggtttctatg 


tcgtcttcga 


tcgagcccga 


aagcgaattg 


gctttgctgt 


cagcgcttgc 


1260 




catgtgcacg 


atgagttcag 


gacggcggca 


gtggaaggtc 


cgtttgttac 


ggcagacatg 


1320 




gaagactgtg 


gctacaacat 


tccccagaca 


gatgagtcaa 


cacttatgac 


catagcctat 


1380 




gtcatggcgg 


ccatctgcgc 


cctcttcatg 


ttgccactct 


gcctcatggt 


atgtcagtgg 


1440 




cgctgcctgc 


gttgcctgcg 


ccaccagcac 


gatgactttg 


ctgatgacat 


ctccctgctc 


1500 




aagtaaggag 


gctcgtgggc 


agatgatgga 


gacgcccctg 


gaccacatct 


gggtggttcc 


1560 




ctttggtcac 


atgagttgga 


gctatggatg 


gtacctgtgg 


ccagagcacc 


tcaggaccct 


1620 




caccaacctg 


ccaatgcttc 


tggcgtgaca 


gaacagagaa 


atcaggcaag 


ctggattaca 


1680 




gggcttgcac 


ctgtaggaca 


caggagaggg 


aaggaagcag 


cgttctggtg 


gcaggaatat 


1740 




ccttaggcac 


cacaaacttg 


agttggaaat 


tttgctgctt 


gaagcttcag 


ccctgaccct 


1800 




ctgcccagca 


t'cctttagag 


tctccaacct 


aaagtattct 


ttatgtcctt 


ccagaagtac 


1860 


v> 


tggcgtcata 


ctcaggctac 


ccggcatgtg 


tccct.gtggt 


accctggcag 


agaaagggcc 


1920 




aatctcat.tc 


cctgctggcc 


aaagtcagca 


gaagaaggtg 


aagtttgoca 


gttgctttag 


198.0 . 




tgatagggac 


tgcagactca 


agcctacact 


ggtacaaaga 


ct.gcgtcttg 


agataaacaa 


2040 




gaa 












2043 





<210> 8 

<211> 501 

<212> PRT 

<213> Mus musculus 

<400> 8 

Met Ala Pro Ala Leu His Trp Leu Leu Leu Trp Val Gly Ser Gly Met 
15 10 15 



Leu Pro Ala Gin Gly Thr His Leu Gly lie Arg Leu Pro Leu Arg Ser 

20 25 30 



Gly Leu Ala Gly Pro Pro Leu Gly Leu Arg Leu Pro Arg Glu Thr Asp 
35 40 45 



Glu Glu Ser Glu Glu Pro Gly Arg Arg Gly Ser Phe Val Glu Met Val 
50 55 60 
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Asp Asn Leu Arg Gly Lys Ser Gly Gin Gly Tyr Tyr Val Glu Met Thr 
65 70 75 80 



Val Gly Ser Pro 



Ser Asn Phe Ala 

100 



Tyr Gin Arg Gin 
115 



Tyr Val Pro Tyr 
130 



Leu Val Ser lie 
145 



Ala Ala lie Thr 



Glu Gly He Leu 

180 



Ser Leu Glu Pro 
195 



Asn He Phe Ser 
210 



Thr Glu Ala Leu 
225 



Asp His Ser Leu 



Glu Trp Tyr Tyr 

260 



Asp Leu Lys Met 
275 



Asp Ser Gly Thr 
290 



Ala Val Lys Ser 
305 



Pro Gin Thr Leu 
85 



Val Gly Ala Ala 



Leu Ser Ser Thr 

120 



Thr Gin Gly Lys 
135 



Pro His Gly Pro 
150 



Glu Ser Asp Lys 
165 



Gly Leu Ala Tyr 



Phe Phe Asp Ser 

200 



Leu Gin Leu Cys 
215 



Ala Ser Val Gly 
230 



Tyr Thr Gly Ser 
245 



Glu Val He He 



Asp Cys Lys Glu 

280 



Thr Asn Leu Arg 
295 



He Lys Ala Ala 
310 



Asn He Leu Val 
90 



Pro His Pro Phe 
105 



Tyr Arg Asp Leu 



Trp Glu Gly Glu 

140 



Asn Val Thr Val 
155 



Phe Phe He Asn 
170 



Ala Glu He Ala 
185 



Leu Val Lys Gin 



Gly Ala Gly Phe 

220 



Gly Ser Met He 
235 



Leu Trp Tyr Thr 
250 



Val Arg Val Glu 
265 



Tyr Asn Tyr Asp 



Leu Pro Lys Lys 

3 00 



Ser Ser Thr Glu 
315 
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Asp Thr Gly Ser 
95 



Leu His Arg Tyr 
110 



Arg Lys Gly Val 
125 



Leu Gly Thr Asp 



Arg Ala Asn He 

160 



Gly Ser Asn Trp 
175 



Arg Pro Asp Asp 
190 



Thr His lie Pro 
205 



Pro Leu Asn Gin 



He Gly Gly He 

240 



Pro He Arg Arg 
255 



He Asn Gly Gin 
270 



Lys Ser He Val 
285 



Val Phe Glu Ala 



Lys Phe Pro Asp 

320 



Gly Phe Trp Leu Gly Glu Gin Leu Val Cys Trp Gin Ala Gly Thr Thr 

325 330 335 



Pro Trp Asn lie Phe Pro Val lie Ser Leu Tyr Leu Met Gly Glu Val 

340 345 350 



Thr Asn Gin Ser Phe Arg lie Thr He Leu Pro Gin Gin Tyr Leu Arg 
355 360 365 



Pro Val Glu Asp Val Ala Thr Ser Gin Asp Asp Cys Tyr Lys Phe Ala 
370 375 380 



Val Ser Gin Ser Ser Thr Gly Thr Val Met Gly Ala Val lie Met Glu 
385 390 395 400 



Gly Phe Tyr Val Val Phe Asp Arg Ala Arg Lys Arg He Gly Phe Ala 

405 410 415 



Val Ser Ala Cys His Val His Asp Glu Phe Arg Thr Ala Ala Val Glu 

420 425 430 



Gly Pro Phe Val Thr Ala Asp Met Glu Asp Cys Gly Tyr Asn He Pro 
435 440 445 



Gin Thr Asp Glu Ser Thr Leu Met Thr He Ala Tyr Val Met. Ala Ala 
450 455 460 



He Cys Ala Leu Phe Met Leu Pro Leu Cys Leu Met Val Cys Gin Trp 
465 470 475 480 



Arg Cys Leu Arg Cys Leu Arg His Gin His Asp Asp Phe Ala Asp Asp 

485 490 495 



He Ser Leu Leu Lys 

500 



<210> 9 

<211> 2088 

<212> DNA 

<213> Homo sapiens 

<400> 9 

atgctgcccg gtttggcact gctcctgctg gccgcctgga cggctcgggc gctggaggta 60 

cccactgatg gtaatgctgg cctgctggct gaaccccaga ttgccatgtt ctgtggcaga 120 

ctgaacatgc acatgaatgt ccagaatggg aagtgggatt cagatccatc agggaccaaa 180 

acctgcattg ataccaagga aggcatcctg cagtattgcc aagaagtcta ccctgaactg 240 

cagatcacca atgtggtaga agccaaccaa ccagtgacca tccagaactg gtgcaagcgg 300 
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qgccgcaagc 


agtgcaagac 


ccatccccac 


tttgtgattc 


cctaccgctg 


cttagttggt 


360 


gagtttgtaa 


gtgatgccct 


tctcgttcct 


gacaagtgca 


aattcttaca 


ccaggagagg 


420 


atggatgttt 


gcgaaactca 


tcttcactgg 


cacaccgtcg 


ccaaagagac 


atgcagtgag 


480 


aagaqtacca 


acttgcatga 


ctacggcatg 


ttgctgccct 


gcggaattga 


caagttccga 


540 


ggggtagagt 


ttgtgtgttg 


cccactggct 


gaagaaagtg 


acaatgtgga 


ttctgctgat 


600 


gcggaggagg 


atgactcgga 


tgtctggtgg 


ggcggagcag 


acacagacta 


tgcagatggg 


660 


agtgaagaca 


aagtagtaga 


agtagcagag 


gaggaagaag 


tggctgaggt 


ggaagaagaa 


720 


gaagccgatg 


atgacgagga 


cgatgaggat 


ggtgatgagg 


tagaggaaga 


99Ctgaggaa 


780 


ccctacgaag 


aagccacaga 


gagaaccacc 


agcattgcca 


ccaccaccac 


caccaccaca 


840 


gagtctgtgg 


aagaggtggt 


tcgagttcct 


acaacagcag 


ccagtacccc 


tgatgccgtt 


900 


gacaagtatc 


tcgagacacc 


tggggatgag 


aatgaacatg 


cccatttcca 


gaaagccaaa 


960 


gagaqgcttg 


aggccaagca 


ccgagagaga 


atgtcccagg 


tcatgagaga 


atgggaagag 


1020 ; 


qcagaacgtc 


aagcaaagaa 


cttgcctaaa 


gctgataaga 


aggcagttat 


ccagcatttc 


1080 


caggagaaag 


tggaatcttt 


ggaacaggaa 


gcagccaacg 


agaqacaqca 


gctggtggag 


1140 


acacacatgg 


ccagagtgga 


agccatgctc 


aatgaccgcc 


gccgcctagc 


cctggagaac 


1200 


tacatcaccq 


ctctgcaggc 


tgttcctcct 


cggcctcgtc 


acgtgttcaa 


tatgctaaag 


1260 

* -si 


aagtatgtcc 


gcgcagaaca 


gaaggacaga 


cagcacaccc 


taaagcattt 


cgagcatgtg 


1320 


cgcatggtgg 


atcccaagaa 


agccgctcag 


atccggtccc 


aggttatgac 


acacctccgt 


13 80 


gtqatttatg 


agcgcatgaa 


tcagtctctc 
— * 


tccctgctct 
— 1 


acaacgtgcc 


tgcagtggcc 


144 0 

* * 


gaggagattc 


aggatgaagt 


tgatgaqctg 


cttcagaaag 


agcaaaacta 


ttcagatgac 


1500 


gtcttggcca 


acatgattag 


tgaaccaagg 


atcagttacq 


qaaacqatqc 


tctcatgcca 


1560 , 


tctttgaccg 


aaacgaaaac 


caccgtggag 


ctccttcccg 


tgaatggaga 


gttcagcctg 


1620 


gacgatctcc 


agccgtggca 


ttcttttgqg 


gctqactctq 


tqccaqccaa 


cacagaaaac 


1680 


gaagttgagc 


ctgttgatgc 


ccgccctgct 


gccgaccgag 


gactgaccac 


tcgaccaggt 


1740 


tctgggttga 


caaatatcaa 


gacggaggag 


atctctgaag 


tqaagatgga 


tgcagaattc 


1800 


cgacatgact 


caggatatga 


agttcatcat 


caaaaattgg 


tgttctttgc 


agaagatgtg 


1860 


ggttcaaaca 


aaggtgcaat 


cattggactc 


atggtgggcg 


gtgt tgtcat 


agcgacagtg 


1920 


atcgt catca 


ccttggtgat 


gctgaagaag 


aaacagtaca 


catccattca 


tcatggtgtg 


1980 


gtggaggttg 


acgccgctgt 


caccccagag 


gagcgccacc 


tgtccaagat 


gcagcagaac 


2040 


ggctacgaaa 


atccaaccta 


caagttcttt 


gagcagatgc 


agaactag 




2088 
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<210> 10 

<211> 695 

<212> PRT 

<213> Homo sapiens 

<400> 10 

Met Leu Pro Gly Leu Ala Leu Leu Leu Leu Ala Ala Trp Thr Ala Arg 
15 10 15 



Ala Leu Glu Val Pro Thr Asp Gly Asn Ala Gly Leu Leu Ala Glu Pro 

20 25 30 



Gin lie Ala Met Phe Cys Gly Arg Leu Asn Met His Met Asn Val Gin 
35 40 45 



Asn Gly Lys Trp Asp Ser Asp Pro Ser Gly Thr Lys Thr Cys lie Asp 
50 55 60 



Thr Lys Glu Gly lie Leu Gin Tyr Cys Gin Glu Val Tyr Pro Glu Leu 
65 .70 75 80 



Gin He Thr Asn Val Val Glu Ala Asn Gin Pro Val Thr He Gin Asn 

85 90 95 



Trp Cys Lys Arg Gly Arg Lys Gin Cys Lys Thr His Pro His Phe Val 

100 105 110 



He Pro Tyr Arg Cys Leu Val Gly Glu Phe Val Ser Asp Ala Leu Leu 
115 120 125 



Val Pro Asp Lys Cys Lys Phe Leu His Gin Glu Arg Met Asp Val Cys 
130 135 140 



Glu Thr His Leu His Trp His Thr Val Ala Lys Glu Thr Cys Ser Glu 
145 150 155 160 



Lys Ser Thr Asn Leu His Asp Tyr Gly Met Leu Leu. Pro Cys Gly He 

165 170 175 



Asp Lys Phe Arg Gly Val Glu Phe Val Cys Cys Pro Leu Ala Glu Glu 

180 185 190 



Ser Asp Asn Val Asp Ser Ala Asp Ala Glu Glu Asp Asp Ser Asp Val 
195 200 205 



Trp Trp Gly Gly Ala Asp Thr Asp Tyr Ala Asp Gly Ser Glu Asp Lys 
210 215 220 



-16- 



Val Val Glu Val Ala Glu Glu Glu Glu Val Ala Glu Val Glu Glu Glu 
225 230 235 240 



Glu Ala Asp Asp Asp Glu Asp Asp Glu Asp Gly Asp Glu Val Glu Glu 

245 250 255 



Glu Ala Glu Glu Pro Tyr Glu Glu Ala Thr Glu Arg Thr Thr Ser lie 

260 265 270 



Ala Thr Thr Thr Thr Thr Thr Thr Glu Ser Val Glu Glu Val Val Arg 
275 280 285 



Val Pro Thr Thr Ala Ala Ser Thr Pro Asp Ala Val Asp Lys Tyr Leu 
290 295 300 



Glu Thr Pro Gly Asp Glu Asn Glu His Ala His Phe Gin Lys Ala Lys 
305 310 315 320 



Glu Arg Leu Glu Ala Lys His Arg Glu Arg Met Ser Gin Val Met Arg 

325 330 335 



Glu Trp Glu Glu Ala Glu Arg Gin Ala Lys Asn Leu Pro Lys Ala Asp 

340 345 350 



Lys Lys Ala Val lie Gin His Phe Gin Glu Lys Val Glu Ser Leu Glu 
355 360 365 



Gin Glu Ala Ala Asn Glu Arg Gin Gin Leu Val Glu Thr His Met Ala 
370 375 380 



Arg Val Glu Ala Met Leu Asn Asp Arg Arg Arg Leu Ala Leu Glu Asn 
385 390 395 400 



Tyr lie Thr Ala Leu Gin Ala Val Pro Pro Arg Pro Arg His Val Phe 

405 410 415 



Asn Met Leu Lys Lys Tyr Val Arg Ala Glu Gin Lys Asp Arg. Gin His 

420 425 430 



Thr Leu Lys His Phe Glu His Val Arg Met Val Asp Pro Lys Lys Ala 
435 440 445 



Ala Gin lie Arg Ser Gin Val Met Thr His Leu Arg Val lie Tyr Glu 
450 ■ 455 460 



Arg Met Asn Gin Ser Leu Ser Leu Leu Tyr Asn Val Pro Ala Val Ala 
465 ' 470 475 480 



-17- 



Glu Glu lie Gin Asp Glu Val Asp Glu Leu Leu Gin Lys Glu Gin Asn 

485 490 495 



Tyr Ser Asp Asp Val Leu Ala Asn Met lie Ser Glu Pro Arg lie Ser 

500 505 510 



Tyr Gly Asn Asp Ala Leu Met Pro Ser Leu Thr Glu Thr Lys Thr Thr 
515 520 525 



Val Glu Leu Leu Pro Val Asn Gly Glu Phe Ser Leu Asp Asp Leu Gin 
530 535 540 



Pro Trp His Ser Phe Gly Ala Asp Ser Val Pro Ala Asn Thr Glu Asn 
545 550 555 560 



Glu Val Glu Pro Val Asp Ala Arg Pro Ala Ala Asp Arg Gly Leu Thr 

565 570 575 



Thr Arg Pro Gly Ser Gly Leu Thr Asn lie Lys Thr Glu Glu lie Ser 

580 585 590 



Glu Val Lys Met Asp Ala Glu Phe Arg His Asp Ser Gly Tyr Glu Val 
595 600 605 



His His Gin Lys Leu Val Phe Phe Ala Glu Asp Val Gly Ser Asn Lys 
610 615 620 



Gly Ala lie lie Gly Leu Met val Gly Gly Val Val He Ala Thr Val 
625 630 635 640 



He Val He Thr Leu Val Met Leu Lys Lys Lys Gin Tyr Thr Ser He 

645 650 655 



His His Gly Val Val Glu Val Asp Ala Ala Val Thr Pro Glu Glu Arg 

660 665 670 



His Leu Ser Lys Met Gin Gin Asn Gly Tyr Glu Asn Pro Thr Tyr Lys 
675 680 685 



Phe Phe Glu Gin Met Gin Asn 
690 695 



<210> 11 

<211> 2088 

<212> DNA 

<213> Homo sapiens 

<400> 11 

atgctgcccg gtttggcact gctcctgctg gccgcctgga cggctcgggc gctggaggtc 
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cccactgatg 


gtaatgctgg 


cctgctggct 


gaaccccaga 


ttgccatgtt 


ctgtggcaga 


120 


ctgaacatgc 


acatgaatgt 


ccagaatggg 


aagtgggatt 


cagatccatc 


agggaccaaa 


180 


acctgcattg 


ataccaagga 


aggcatcctg 


cagtattgcc 


aagaagtcta 


ccctgaactg 


240 


cagatcacca 


atgtggtaga 


agccaaccaa 


ccagtgacca 


tccagaactg 


gtgcaagcgg 


300 


ggccgcaagc 


agtgcaagac 


ccatccccac 


tttgtgattc 


cctaccgctg 


cttagttggt 


360 


gagtttgtaa 


gtgatgccct 


tctcgttcct 


gacaagtgca 


aattcttaca 


ccaggagagg 


420 


atggatgttt 


gcgaaactca 


tcttcactgg 


cacaccgtcg 


ccaaagagac 


atgcagtgag 


480 


aagagtacca 


acttgcatga 


ctacggcatg 


ttgctgccct 


gcggaattga 


caagttccga 


540 


ggggtagagt 


ttgtgtgttg 


cccactggct 


gaagaaagtg 


acaatgtgga 


ttctgctgat 


600 


gcggaggagg 


atgactcgga 


tgtctggtgg 


ggcggagcag 


acacagacta 


tgcagatggg 


660 


agtgaagaca 


aagtagtaga 


agtagcagag 


gaggaagaag 


tggctgaggt 


ggaagaagaa 


720 


gaagccgatg 


atgacgagga 


cgatgaggat 


ggtgatgagg 


tagaggaaga 


ggctgaggaa 


780 


ccctacgaag 


aagccacaga 


gagaaccacc 


agcac tgcca 


ccaccaccac 


caccaccaca 


840 


gagtctgtgg 


aagaggtggt 


tcgagttcct 


acaacagcag 


ccagtacccc 


tgatgccgtt 


900 


gacaagtatc 


tcgagacacc 


tggggatgag 


aatgaacatg 


cccatttcca 


gaaagccaaa 


960 


gagaggcttg 


aggccaagca 


ccgagagaga 


atgtcccagg 


tcatgagaga 


atgggaagag 


1020 


gcagaacgtc 


aagcaaagaa 


cttgcctaaa 


gctgataaga 


aggcagttat 


ccagcatttc 


1080 


caggagaaag. 


tggaatcttt 


xrgaacaggaa 


gcagccaacg 


agagacagca 


gctggtggag 


114 0 


acacacatgg 


ccagagtgga 


agccatgctc 


aatgaccgcc 


gccgcctggc 


cctggagaac 


1200 


tacatcaccg . 


ctctgcaggc 


tgttcctcct 


cggcctcgtc 


acgtgttcaa 


tatgctaaag 


1260 


aagtatgtcc 


.gcgcagaaca 


gaaggacaga 


cagcacaccc 


taaagcattt 


cgagcatgtg 


1320 


cgcatggtgg 


atcccaagaa 


agccgctcag 


atccgqtccc 


aggttatgac 


acacctccgt 

**** 


1380 


gtgatttatg 


agcgcatgaa 


tcagtctctc 


tccctgctct 


acaacgtgcc 


tgcagtggcc 


1440 


gaggagattc 


aggatgaagt 


tgatgagctg 


cttcagaaag 


agcaaaacta 


ttcagatgac 


1500 


gtcttggcca 


acatgattag 


tgaaccaagg 


atcagttacg 


gaaacgatgc 


tctcatgcca 


1560 


tctttgaccg 


aaacgaaaac 


caccgtggag 


ctccttcccg 


tgaatggaga 


gttcagcctg 


1620 


gacgatctcc 


agccgtggca 


ttcttttggg 


gctgactctg 


tgccagccaa 


cacagaaaac 


1680 


gaagttgagc 


ctgttgatgc 


ccgccctgct 


gccgaccgag 


gactgaccac 


tcgaccaggt 


1740 


tctgggttga 


caaatatcaa 


gacggaggag 


atctctgaag 


tgaatctgga 


tgcagaattc 


1800 


cgacatgact 


caggatatga 


agttcatcat 


caaaaattgg 


tgttct ttgc 


agaagatgtg 


1860 


ggt tcaaaca 


aaggtgcaat 


cattggactc 


atggtgggcg 


gtgt tgtcat 


agcgacagtg 


1920 


atcgtcatca 


ccttggtgat 


gctgaagaag 


aaacagtaca 


catccattca 


tcatggtgtg 


1980 
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gtggaggttg acgccgctgt caccccagag gagcgccacc tgtccaagat gcagcagaac k 2 04 0 
ggctacgaaa atccaaccta caagttcttt gagcagatgc agaactag 2088 



<210> 12 

<211> 695 

<212> PRT 

<213> Homo sapiens 

<400> 12 

Met Leu Pro Gly Leu Ala Leu Leu Leu Leu Ala Ala Trp Thr Ala Arg 
15 10 15 



Ala Leu Glu Val Pro Thr Asp Gly Asn Ala Gly Leu Leu Ala Glu Pro 

20 25 30 



Gin lie Ala Met Phe Cys Gly Arg Leu Asn Met His Met Asn Val Gin 
35 40 45 



Asn Gly Lys Trp Asp Ser Asp Pro Ser Gly Thr Lys Thr Cys lie Asp 
50 55 60 



Thr Lys Glu Gly lie Leu Gin Tyr Cys Gin Glu Val Tyr Pro Glu Leu 
65 70 75 80 



Gin He Thr Asn Val Val Glu Ala Asn Gin Pro Val Thr He Gin Asn 

85 90 95 



Trp Cys Lys Arg Gly Arg Lys Gin Cys Lys Thr His Pro His Phe Val 

100 105 ' 110 



He Pro Tyr Arg Cys Leu Val Gly Glu Phe Val Ser Asp Ala Leu Leu 
115 120 125 



Val Pro Asp Lys Cys Lys Phe Leu His Gin Glu Arg Met Asp Val Cys 
130 135 140 



,'',•'1 



Glu Thr His Leu His Trp His Thr Val Ala Lys Glu Thr Cys Ser Glu 
145 150 155 160 



Lys Ser Thr Asn Leu His Asp Tyr Gly Met Leu Leu Pro Cys Gly He 

165 170 175 



Asp Lys Phe Arg Gly Val Glu Phe Val Cys Cys Pro Leu Ala Glu Glu 

180 185 190 



Ser Asp Asn Val Asp. Ser Ala Asp Ala Glu Glu Asp Asp Ser Asp Val 
195 200 205 
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Trp Trp Gly Gly Ala Asp Thr Asp Tyr Ala Asp Gly Ser Glu Asp Lys 
210 215 220 



Val Val Glu Val Ala Glu Glu Glu Glu Val Ala Glu Val Glu Glu Glu 
225 230 235 240 



Glu Ala Asp Asp Asp Glu Asp Asp Glu Asp Gly Asp Glu Val Glu Glu 

245 250 • 255 



Glu Ala Glu Glu Pro Tyr Glu Glu Ala Thr Glu Arg Thr Thr Ser lie 

260 265 270 



Ala Thr Thr Thr Thr Thr Thr Thr Glu Ser Val Glu Glu Val Val Arg 
275 280 285 



Val Pro Thr Thr Ala Ala Ser Thr Pro Asp Ala Val Asp Lys Tyr Leu 
290 295 300 



Glu Thr. Pro Gly Asp Glu Asn Glu His Ala His Phe Gin Lys Ala Lys 
305 310 315 320 



Glu Arg Leu Glu Ala Lys His Arg Glu Arg Met Ser Gin Val Met Arg 

325 330 335 



Glu Trp Glu Glu Ala Glu Arg Gin Ala Lys Asn Leu Pro Lys Ala Asp 

340 345 350 



Lys. Lys Ala Val lie Gin His Phe Gin Glu Lys Val Glu Ser Leu Glu 
355 360 365 



Gin Glu Ala Ala Asn Glu Arg Gin Gin Leu Val Glu Thr His Met Ala 
370 375 380 



Arg Val Glu Ala Met Leu Asn Asp Arg Arg Arg Leu Ala Leu Glu Asn 
385 390 395 400 



Tyr lie Thr Ala Leu Gin Ala Val Pro Pro Arg Pro Arg His Val Phe 

405 410 415 



Asn Met Leu Lys Lys Tyr Val Arg Ala Glu Gin Lys Asp Arg Gin His 

420 425 430 



Thr Leu Lys His Phe Glu His Val Arg Met Val Asp Pro Lys Lys Ala 
435 440 445 



Ala Gin He Arg Ser Gin Val Met Thr His Leu Arg Val He Tyr Glu 
450 455 460 
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Arg Met Asn Gin Ser Leu Ser Leu Leu Tyr Asn Val Pro Ala Val Ala 
465 470 475 480 



Glu Glu lie Gin Asp Glu Val Asp Glu Leu Leu Gin Lys Glu Gin Asn 

485 490 495 



Tyr Ser Asp Asp Val Leu Ala Asn Met lie Ser Glu Pro Arg lie Ser 

500 505 510 



Tyr Gly Asn Asp Ala Leu Met Pro Ser Leu Thr Glu Thr Lys Thr Thr 
515 520 525 



Val Glu Leu Leu Pro Val Asn Gly Glu Phe Ser Leu Asp Asp Leu Gin 
530 535 540 



Pro Trp His Ser Phe Gly Ala Asp Ser Val Pro Ala Asn Thr Glu Asn 
545 550 555 560 



Glu Val Glu Pro Val Asp Ala Arg Pro Ala Ala Asp Arg Gly Leu Thr 

565 570 575 



Thr- Arg Pro Gly Ser Gly Leu Thr Asn lie Lys Thr Glu Glu lie Ser 

580 585 590 



Glu Val Asn Leu Asp Ala Glu Phe Arg His Asp Ser Gly Tyr Glu Val 
595 600 605 



His His Gin Lys Leu Val Phe Phe Ala Glu Asp Val Gly Ser Asn Lys 
610 615 620 



Gly Ala lie lie Gly Leu Met Val Gly Gly Val Val He Ala Thr Val 
625 630 635 640 



He Val He Thr Leu Val Met Leu Lys Lys Lys Gin Tyr Thr Ser He 

645 650 655 



His His Gly Val Val Glu Val Asp Ala Ala Val Thr Pro Glu Glu Arg 

660 665 670 



His Leu Ser Lys Met Gin Gin Asn Gly Tyr Glu Asn Pro Thr Tyr Lys 
675 680 685 



Phe Phe Glu Gin Met Gin Asn 
690 695 
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<210> 13 

<211> 2088 

<212> DNA 

<213> Homo sapiens 




<400> 13 
o i— y i— y *— • i_ y 


nt~ t~ f~ nnna nt~ 
y i— L- y y c* v_. <_. 


gctcctgctg 


c*t*c*z* n t t~ n 

v_ \— y a i_ y 


y lcim lmi^ Lyy 


cctgctggct 


/~> t~ na a na t" ar* 


anal - na a t~ nt~ 
o. v_ . o. l. y ci ex. uy l 


ccagaatggg 


ci i_ i_. ty lcil l. y 


s t~ appaa nn a 
ct l. ci ci cty y ct 


aggcatcctg 


/-« a r~t pi 1~ f px c z> 
t~,ciyclL,^clt_.L--cl 


a t~ nt - nrth ana 
ci L- y Lyy l.. ctyci 


agccaaccaa 


yyL* * y \_- ciciy v_. 


cty L.y ^ctciy ciw 


ccatccccac 


y dy l. l. uqci 


nt* na t* pip 1 npt" 
y uy auyuuL'L 


tctcgttcct 


Cl ^—4 ^-4 CI i— • y 


anna aaphpa 


tcttcactgg 


d ciy ciy i„ en—, ' a 


ant" hnpahna 
cl<_, _. l. y » ct y ci 


etaeggcatg 


yyyy <_ a.y cty l. 


1 1 at at at t a 

LL y | -y L y LL y 


cccactggct 




fit afict caazi 


tgtctggtgg 


P5Cl1~ naanana 


^ aat 3 nt" sna 


agtagcagag 


na arrrTfTS t~ n 

y aa y i - i -y ci( -y 


pi j- n^ pna ona 
ci uy ci^y ciy y a 


cgatgaggat 


>— cit— y ciciy 


s anppa na na 
clciyi_.v_-clVw.ciya 


gagaacca cc 


na r~t t~ f~< +- /-» f- r~it~i 

ydyucLyLyg 


aanannfrirtt" - 

ct ci y ay y u y y u 


tcgagttcct 


y d v_ ci cty _. ci t_ i_ 


L- c.yciycit_,ctv_,t_. 


t-9999 a tgag 


y dy dy y c l. u g 


a n , n , o n s a r»p _ 3 

ciy y c (_ ciciy ci 


ccgagagaga 




Ci ciy O ct ct ciy Ct. ci 


ettgectaaa 


^ ciy y ct y ct ct cty 


i_y y do. L. lccc 


ggaacaggaa 


ciiw,cii_.cii_,ciL.yy 


n n a na nt - nna 

t_ cty ctg uyyd 


agccatgctc 


i— cn—ci 


r~> /"< r-r /—i -3 cm r~< 
v_ l.u LyL.dyy l. 


tgttcctcct 


p\ PiC~\ > r p\ \- n\~ r~T~^ 


nnnna na ana 
y v_ y v_ ciy cicn_. ci 


gaaggacaga 


t~y <_ct tyy Lyy 


a t* nnoa anaa 
Cl L. i_. v_- clc iy cLci 


agccgctcag 


gtgatttatg 


agegcatgaa 


tcagtctctc 


gaggagattc 


aggatgaagt 


tgatgagctg 


gtcttggcca 


acatgattag 


tgaaccaagg 


tctttgaccg 


aaacgaaaac 


caccgtggag 


gacgatctcc 


agccgtggca 


ttcttttggg 


gaagttgagc 


ctgttgatgc 


ccgccctgct 



gccgcctgga 


cggctcgggc 


gctggaggta 


60 


gaaccccaga 


ttgccatgtt 


ctgtggcaga 


120 


aagtgggatt 


cagatccatc 


agggaccaaa 


180 


cagtattgee 


aagaagtcta 


ccctgaactg 


240 


ccagtgacca 


tccagaactg 


gtgeaagegg 


300 


tttgtgattc 


cctaccgctg 


ct tagttggt 


360 


gaeaagtgea 


aattcttaca 


ccaggagagg 


420 


cacaccgtcg 


ccaaagagac 


atgcagtgag 


480 


ttgccgccct 


gcggaattga 


caagttccga 


540 


gaagaaagtg 


acaatgtgga 


ttctgetgat 


600 


99 c 99 a 9 ca 9 


acacagacta 


tgcagatggg 


660 


gaggaagaag 


tggctgaggt 


ggaagaagaa 


720. 


ggtgatgagg 


tagaggaaga 


ggctgaggaa 


780 


ageattgeca 


ccaccaccac 


caccaccaca 


8,4.0 


acaacagcag 


ccagtacccc 


tgatgccgtt 


900 


aatgaacatg 


cccatttcca 


gaaagccaaa 


960 


atgtcccagg 


tcatgagaga 


atgggaagag 


1020 


gctgataaga 


aggcagttat 


ccagcatttc 


1080 


gcagccaacg 


agagacagca 


gctggtggag 


1140 


aatgaccgcc 


gccgcctggc 


cctggagaac 


1200 


cggcctcgtc 


acgtgttcaa 


tatgetaaag 


.1260 


cagcacaccc 


taaagcattt 


cgagcatgtg 


1320 


atccggtccc 


aggttatgac 


acacctccgt 


1380 


tccctgctct 


acaacgtgcc 


tgcagtggcc 


1440 


cttcagaaag 


agcaaaacta 


t tcagatgac 


1500 


atcagt tacg 


gaaacgatgc 


tctcatgcca 


1560 


ctccttcccg 


tgaatggaga 


gttcagcctg 


1620 


gctgactctg 


tgccagccaa 


cacagaaaac 


1680 


gccgaccgag 


gactgaccac 


tcgaccaggt 


1740 



-23- 



tctgggttga caaatatcaa gacggaggag atctctgaag tgaagatgga tgcagaattc 18 00 

cgacatgact caggatatga agttcatcat caaaaattgg tgttctttgc agaagatgtg 1860 

ggttcaaaca aaggtgcaat cattggactc atggtgggcg gtgttgtcat agcgacagtg 1920 

atcttcatca ccttggtgat gctgaagaag aaacagtaca catccattca tcatggtgtg 1980 

gtggaggttg acgccgctgt caccccagag gagcgccacc tgtccaagat gcagcagaac 2040 

ggctacgaaa atccaaccta caagttcttt gagcagatgc agaactag 2088 

<210> 14 

<211> 695 

<212> PRT 

<213> Homo sapiens 

<400> 14 

Met Leu Pro Gly Leu Ala Leu Leu Leu Leu Ala Ala Trp Thr Ala Arg 
15 10 15 

Ala Leu Glu Val Pro Thr Asp Gly Asn Ala Gly Leu Leu. Ala Glii Pro 

20 25 30 

Gin He Ala Met Phe Cys Gly Arg Leu Asn Met His Met Ash Val Gin 

35 40 45 . ■ * 

Asn Gly Lys Trp Asp Ser Asp Pro Ser Gly Thr Lys Thr Cys He Asp 
50 - 55 60 

Thr Lys Glu Gly He Leu Gin Tyr Cys Gin Glu Val Tyr . Pro Glu Leu z& 
65 70 75 80 



Gin He Thr Asn Val Val Glu Ala Asn Gin Pro Val Thr He Gin Asn 

85 90 95 



Trp Cys Lys Arg Gly Arg Lys Gin Cys Lys Thr His Pro His Phe Val 

100 105 110 



He, Pro Tyr Arg Cys Leu Val Gly Glu Phe Val Ser Asp Ala Leu Leu 
115 120 125 



Val Pro Asp Lys Cys Lys Phe Leu His Gin Glu Arg Met Asp Val Cys- 
130 135 140 



Glu Thr His Leu His Trp His Thr Val Ala Lys Glu Thr Cys Ser Glu 
145 ' 150 155 160 



Lys Ser Thr Asn Leu His Asp Tyr Gly Met Leu Leu Pro Cys Gly He 

165 170 175 
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Asp Lys Phe Arg Gly Val Glu Phe Val Cys Cys Pro Leu Ala Glu Glu 

180 185 190 



Ser Asp Asn Val Asp Ser Ala Asp Ala Glu Glu Asp Asp Ser Asp Val 
195 200 205 



Trp Trp Gly Gly Ala Asp Thr Asp Tyr Ala Asp Gly Ser Glu Asp Lys 
210 215 220 



Val Val Glu Val Ala Glu Glu Glu Glu Val Ala Glu Val Glu Glu Glu 
225 230 235 240 



Glu Ala Asp Asp Asp Glu Asp Asp Glu Asp Gly Asp Glu Val Glu Glu 

245 250 255 



Glu Ala Glu Glu Pro Tyr Glu Glu Ala Thr Glu Arg Thr Thr Ser lie 

260 265 . 270 



Ala Thr Thr Thr Thr Thr Thr Thr Glu Ser Val Glu Glu Val Val Arg 
275 280 285 



Val. Pro Thr Thr Ala Ala Ser Thr Pro Asp Ala Val Asp Lys Tyr Leu 
290 295 300 



Glu Thr Pro Gly Asp Glu Asn' Glu His Ala His Phe Gin Lys Ala Lys 
305 310 315 320 



Glu Arg Leu Glu Ala Lys His Arg Glu Arg Met Ser Gin Val Met Arg 

325 330 335 



Glu Trp Glu Glu Ala Glu Arg Gin Ala Lys Asn Leu Pro Lys Ala Asp 

340 345 350 



Lys Lys Ala Val lie Gin His Phe Gin Glu Lys Val Glu Ser Leu Glu 
355 360 365 



Gin Glu Ala Ala Asn Glu Arg Gin Gin Leu Val Glu Thr His Met Ala 
370 375 380 



Arg Val Glu Ala Met Leu Asn Asp Arg Arg Arg Leu Ala Leu Glu Asn 
385 390 395 400 



Tyr lie Thr Ala Leu Gin Ala Val Pro Pro Arg Pro Arg His Val Phe 

405 410 415 



Asn Met Leu Lys Lys Tyr Val Arg Ala Glu Gin Lys Asp Arg Gin His 

420 425 430 
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Thr Leu Lys His Phe Glu His Val Arg Met Val Asp Pro Lys Lys Ala 
435 440 445 



Ala Gin lie Arg Ser Gin Val Met Thr His Leu Arg Val lie Tyr Glu 
450 455 460 



Arg Met Asn Gin Ser Leu Ser Leu Leu Tyr Asn Val Pro Ala Val Ala 
465 470 " 475 480 



Glu Glu lie Gin Asp Glu Val Asp Glu Leu Leu Gin Lys Glu Gin Asn 

485 490 495 



Tyr Ser Asp Asp Val Leu Ala Asn Met lie Ser Glu Pro Arg lie Ser 

500 505 510 



Tyr Gly Asn Asp Ala Leu Met Pro Ser Leu Thr Glu Thr Lys Thr Thr 
515 520 525 



Val Glu Leu Leu Pro Val Asn Gly Glu Phe Ser Leu Asp Asp Leu Gin 
530 535 540 



Pro Trp His Ser Phe Gly Ala Asp Ser Val Pro Ala Asn Thr Glu Asn 
545 550 555 560 



Glu Val Glu Pro Val Asp Ala Arg Pro Ala Ala Asp Arg Gly Leu Thr 

565 570 575 



Thr Arg Pro Gly Ser Gly Leu Thr Asn lie Lys Thr Glu Glu lie Ser 

580 585 590 



Glu Val Lys Met Asp Ala Glu Phe Arg His Asp Ser Gly Tyr Glu Val 
595 600 605 



His His Gin Lys Leu Val Phe Phe Ala Glu Asp Val Gly Ser Asn Lys 
610 615 620 



Gly Ala lie lie Gly Leu Met Val Gly Gly Val Val lie Ala Thr Val 
625 630 635 640 



lie Phe lie Thr Leu Val Met Leu Lys Lys Lys Gin Tyr Thr Ser lie 

645 650 655 



His His Gly Val Val Glu Val Asp Ala Ala Val Thr Pro Glu Glu Arg 

660 665 670 



His Leu Ser Lys Met Gin Gin Asn Gly Tyr Glu Asn Pro Thr Tyr Lys 
675 680 685 
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Phe Phe Glu Gin Met Gin Asn 
690 695 

<210> 15 

<211> 2094 

<212> DNA 

<213> Homo sapiens 



<400> 15 



atgctgcccg 


gtttggcact 


gctCCtqctq 


qccqcctqqa 


cqqctcqqqc 

zj zj zj zj zj 


qctqqaqqta 


60 


cccactgatg 

ZJ zj 


gtaatgctgg 
z^ zj 


cctgctgqct 

^) ZJ ZJ 


gaaccccaga 


ttgccatgtt 


ctqtqqcaqa 


120 


ctgaacatgc 

i . ^ j 


acatgaatqt 

ZJ Z? 


ccagaa tggg 


aagtgggatt 


cagatccatc 


agggaccaaa 


180 


acctgcattg 


ataccaagga 


aggcatcctq 


caqtattqcc 


aagaagtcta 


ccctgaactg 


240 


cagatcacca 


atgtggtaga 


agccaaccaa 


ccagtgacca 


tccagaactg 

~r ZJ 


gtqcaagcgg 

ZJ ZJ ZJ ZJ ZJ 


300 


ggccgcaagc 

ZJ ZJ Zj ZJ 


agtqcaaqac 


ccatccccac 


t t tgtgattc 


cctaccgctg 


Ctt aqttqqt 


360 


gagtttgtaa 


gtgatgccct 


tctcgttcct 


gacaagtgca 


aa ttcttaca 


C C aqqaqaqq 


420 


atggatgttt 


gcgaaactca 


. tct tcactgg 


:cacaccgtcq 

ZJ ZJ 


ccaaagagac 


atqcaqtqaq 


480 


aaqagtacca 


acttgcatqa 


ctacqqcatq 


t tqctqccct 

ZJ _3 


qcqqaattqa 


caagttccga 


540 


ggggtagagt 

— ' ZJ ZJ ZJ ZJ ZJ 


ttqtgtgttg 


cccactggct 


qaaqaaaqtq 

3) _J ID Zj 


acaatqtqqa 


t tctgctgat 


' 60 0 


gcagaggagg 

ZJ — ' — ' ZJ ZJ ZJ ZJ 


atgactcgga 


tqtctqqtqq 


qqcqqaqcaq 

ZJ ZJ J ZJ ^ Zj ^ 


acacagacta 


tQcaqatQQQ 


660 


agtqaaqaca 


aagtagtaga 


aataqcaqaa 


qaqqaaqaaq 


t qq c t; cr acrcr t 


qq aaqaaqaa 


72C 


qaaqccqatq 


atqacqaqaa 


cqatqaqqat 


qqtqatqaqq 

zj zj zJ zj zj 


taqaqqaaqa 


QQCtQaQcraa 

33 "^s °* Zj zj 


780 


ccctacgaag 


aagccacaga 


gagaaccacc 


aqca t tcrcca 


ccaccaccac 


caccaccaca 


84 0 


qaqtctqtqq 

ZJ ZJ ZJ ZJ ZJ 


aaqaqqtqqt 


tcgagt tcct 


acaacagcag 


ccaqtacccc 


tqatqccott 


900 

\j \j 


gacaaqtatc 


tcgagacacc 


tqqqqatqaq 

3333" Z3 , "*;3 


aatgaacatg 


cccatt tcca 


QaaaQccaaa 


960 


gagaggcttg 

zj Z,* z? Z? 


aqgccaaqca 


ccqaqaqaqa 


atgtcccagg 


tcatqaqaqa 


atQQQaacraQ 

Zj zj 3 zj z? 


1020 


gcagaacgtc 


aagcaaagaa 


cttgcctaaa 


qctqataaqa ' 

ZD Z? , -3 


aggcagtt at 


ccagcatttc 


1080 


caggagaaag 


tggaatcttt 


ggaacaggaa 


gcagccaacg 


agagacagca 


gctggtggag 


114 0 


acacacatgg 


ccagagtgga 


agccatgctc 


aatgaccgcc 


gccgcctggc 


cctggagaac 


.1200 


tacatcaccg 


ctctgcaggc 


tgttcctcct 


cggcctcgtc 


acgtgttcaa 


tatgctaaag 


1260 


aagtatgtcc 


gcgcagaaca 


gaaggacaga 


cagcacaccc 


taaagcattt 


cgagcatgtg 


1320 


cgcatggtgg 


atcccaagaa 


agccgctcag 


atccggtccc 


aggttatgac 


acacctccgt 


1380 


gtgatttatg 


agcgcatgaa 


tcagtctctc 


tccctgctct 


acaacgtgcc 


tgcagtggcc 


1440 


gaggagattc 


aggatgaagt 


tgatgagctg 


ct tcagaaag 


agcaaaacta 


ttcagatgac 


1500 


gtcttggcca 


acatgattag 


tgaaccaagg 


atcagttacg 


gaaacgatgc 


tctcatgcca 


3 560 


tctzttgaccg 


aaacgaaaac 


caccgtggag 


ctccttcccg 


tgaatggaga 


gt tcagcctg 


1620 
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gacgatctcc 


agccgtggca 


ttcttttggg 


gctgactctg 


tgccagccaa 


cacagaaaac 


1680 


gaagttgagc 


ctgttgatgc 

«f _j 


ccgccctgct 


gccgaccgag 


gactgaccac 


tcgaccaggt 

— ' ZJ ZJ 


1740 


tctgggttga 


caaatatcaa 


gacggaggag 


atctctgaag 


tgaagatgga 


tgcagaattc 


1800 


cgacatgact 


caggatatga 


agttcatcat 

- -* 


caaaaattgg 


tgttctttgc 


agaagatgtg 


1860 


ggttcaaaca 


aaggtgcaat 


cattggactc 


atggtgggcg 


gtgttgtcat 


agcgacagtg 


1920 


atcgtcatca 


ccttggtgat 


gctgaagaag 


aaacagtaca 


catccattca 


tcatggtgtg 


1980 


gtggaggttg 


acgccgctgt 


caccccagag 


gagcgccacc 


tgtccaagat 


gcagcagaac 


2040 


ggctacgaaa 


atccaaccta 


caagttcttt 


gagcagatgc 


agaacaagaa 


gtag 


2094 



<210> 16 

<211> 697 

<212> PRT 

<213> Homo sapiens 

<400> 16 

Met Leu Pro Gly Leu Ala Leu Leu Leu Leu Ala Ala Trp Thr Ala Arg 
1 5 10 15 



Ala Leu Glu. Val Pro Thr Asp Gly Asn Ala Gly Leu Leu Ala Glu Pro 

20 25 30 



Gin He Ala Met Phe Cys Gly Arg Leu Asn Met His Met Asn Val Gin 
35 40 45 



Asn Gly Lys Trp Asp Ser Asp Pro Ser Gly Thr Lys Thr Cys lie Asp 
50 55 60 



Thr Lys Glu Gly lie Leu Gin Tyr Cys Gin Glu Val Tyr Pro Glu Leu 
65 70 75 80 



Gin lie Thr Asn Val Val Glu Ala Asn Gin Pro Val Thr lie Gin Asn 

85 90 95 



Trp Cys Lys Arg Gly Arg Lys Gin Cys Lys Thr His Pro His Phe Val 

100 105 110 



lie Pro Tyr Arg Cys Leu Val Gly Glu Phe Val Ser Asp Ala Leu Leu 
115 120 125 



Val Pro Asp Lys Cys Lys Phe Leu His Gin Glu Arg Met Asp Val Cys 
130 135 140 



Glu Thr His Leu His Trp His Thr Val Ala Lys Glu Thr Cys Ser Glu 
145 150 155 160 



-28- 



Lys Ser Thr Asn Leu His Asp Tyr Gly Met Leu Leu Pro Cys Gly lie 

165 170 175 



Asp Lys Phe Arg Gly Val Glu Phe Val Cys Cys Pro Leu Ala Glu Glu 

180 185 190 



Ser Asp Asn Val Asp Ser Ala Asp Ala Glu Glu Asp Asp Ser Asp Val 
195 200 205 



Trp Trp Gly Gly Ala Asp Thr Asp Tyr Ala Asp Gly Ser Glu Asp Lys 
210 215 220 



Val Val Glu Val Ala Glu Glu Glu Glu Val Ala Glu Val Glu Glu Glu 
225 230 235 240 



Glu Ala Asp Asp Asp Glu Asp Asp Glu Asp Gly Asp Glu Val Glu Glu 

245 250 255 



Glu Ala Glu Glu Pro Tyr Glu Glu Ala Thr Glu Arg Thr Thr Ser lie 

260 265 270 



Ala Thr Thr Thr Thr Thr Thr Thr Glu Ser Val Glu Glu Val Val Arg 
275 280 285 



Val Pro Thr Thr Ala Ala Ser Thr Pro Asp Ala Val Asp Lys Tyr Leu 
290 295 300 



Glu Thr Pro Gly Asp Glu Asn Glu His Ala His Phe Gin Lys Ala Lys 
305 310 3.15 320 



Glu Arg Leu Glu Ala Lys His Arg Glu Arg Met Ser Gin Val Met Arg 

325 330 335 



Glu Trp Glu Glu Ala Glu Arg Gin Ala Lys Asn Leu Pro Lys Ala Asp 

340 345 350 



Lys Lys Ala Val lie Gin His Phe Gin Glu Lys Val Glu Ser Leu Glu 
355 360 365 



Gin Glu Ala Ala Asn Glu Arg Gin Gin Leu Val Glu Thr His Met Ala 
370 375 380 



Arg Val Glu Ala Met Leu Asn Asp Arg Arg Arg Leu Ala Leu Glu Asn 
385 390 395 400 



Tyr lie Thr Ala Leu Gin Ala Val Pro Pro Arg Pro Arg His Val Phe 

405 410 415 
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Asn Met Leu Lys Lys Tyr Val Arg Ala Glu Gin Lys Asp Arg Gin His 

420 425 430 



Thr Leu Lys His Phe Glu His Val Arg Met Val Asp Pro Lys Lys Ala 
435 440 445 



Ala Gin He Arg Ser Gin Val Met Thr His Leu Arg Val He Tyr Glu 
450 455 460 



Arg Met Asn Gin Ser Leu Ser Leu Leu Tyr Asn Val Pro Ala Val Ala 
465 470 475 480 



Glu Glu He Gin Asp Glu Val Asp Glu Leu Leu Gin Lys Glu Gin Asn 

485 490 495 



Tyr Ser Asp Asp Val Leu Ala Asn Met He Ser Glu Pro Arg He Ser 

500 505 510 



Tyr Gly Asn Asp Ala Leu Met Pro Ser Leu Thr Glu Thr Lys Thr Thr 
515 520 525 



Val Glu Leu Leu Pro Val Asn Gly Glu Phe Ser Leu Asp Asp Leu Gin 
530 535 540 



Pro Trp His Ser Phe Gly Ala Asp Ser Val Pro Ala Asn Thr Glu Asn 
545 550 555 560 



Glu Val Glu Pro Val Asp Ala Arg Pro Ala Ala Asp Arg Gly Leu Thr 

565 570 575 



Thr Arg Pro Gly Ser Gly Leu Thr Asn He Lys Thr Glu Glu He Ser 

580 ■ 585 590 



Glu Val Lys Met Asp Ala Glu Phe Arg His Asp Ser Gly Tyr Glu Val 
595 600 605 



His His Gin Lys Leu Val Phe Phe Ala Glu Asp Val Gly Ser Asn Lys 
610 615 620 



Gly Ala He He Gly Leu Met Val Gly Gly Val Val He Ala Thr Val 
625 630 635 640 



He Val He Thr Leu Val Met Leu Lys Lys Lys Gin Tyr Thr Ser He 

645 650 655 



His His Gly Val Val Glu Val Asp Ala Ala Val Thr Pro Glu Glu Arg 

660 665 670 
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His Leu Ser Lys Met Gin Gin Asn. Gly Tyr Glu Asn Pro Thr Tyr Lys 
675 680 685 



Phe Phe Glu Gin Met Gin Asn Lys Lys 
690 695 

<210> 17 

<211> 2094 

<212> DNA 

<213> Homo sapiens 

<400> 17 



atgctgcccg 


gtttggcact 


gctcctgctg 


gccqcctgga 


cggctcgggc 


gctggaggta 


60 


cccactgatg 


gtaatgctgg 


cctgctggct 


gaaccccaga 


ttgccatgtt 


ctgtggcaga 


120 


ctgaacatgc 


acatgaatgt 


ccagaatggg 


aagtqggatt 


cagatccatc 


agggaccaaa 


180 


acctgcattg 


ataccaagga 


aggcatcctg 


cagtattgcc 


aagaagtcta 


ccctgaactg 


240 


cagatcacca 


atgtggtaga 


agccaaccaa 


ccagtgacca 


tccagaactg 


gtgcaagcgg 


300 


ggccgcaagc 


agtgcaagac 


ccatccccac 


tttgtgattc 


cctaccgctg 


cttagttggt 


'360 


gagtttqtaa 


atgatgccct 

V **** 


tctcgt tcct 


gacaagtgca 


aattcttaca 


ccaggagagg 


420 


atggatgttt 


acgaaactca 


tcttcactgg 


cacaccgtcg 


ccaaagagac 


atgcagtgag 


480 


aaqagtacca 


acttgcatqa 


ctacggcatg 


ttgctgccct 


gcggaattga 
■ — ^ ^ — * — * 


caagttccga 
— * — > 


540 


9999tagagt 


ttgtgtgttg 


cccactagct 


gaagaaagtg 


acaatgtgga 


ttctgctgat 


600 


gcggaggagg 


atgactcgga 


tgtctggtgg 


qqcgqagcag 


acacagacta 


tgcagatggg 


660 


agtgaagaca 


aagtagtaqa 


agtaqcagag 


gaggaagaag 


tggctgaggt 


ggaagaagaa 


720 


gaagccgatg 


atgacgagga 


cgatgaqgat 


ggtaatgagg 


tagaggaaga 


ggctgagqaa 


780 


ccctacgaag 


aagccacaga 


gagaaccacc 


aqcattgcca 


ccaccaccac 


caccaccaca 


840 


gagtctgtgg 


aagaggtggt 


tcgagttcct 


acaacagcag 


ccagtacccc 


tgatgccgtt 


900 


gacaagtatc 


tcgagacacc 


tggggatgag 


aatgaacatg 


cccatttcca 


gaaagccaaa 


960 


gagaggcttg 


aggccaagca 


ccgagagaga 


atgtcccagg 


tcatgagaga 


atgggaagag 


1.020 


gcagaacgtc 


aagcaaagaa 


ct tgcctaaa 


gctgataaga 


aggcagttat 


ccagcatttc 


1080 


caggagaaag 


tggaatcttt 


ggaacaggaa 


gcagccaacg 


agagacagca 


gctggtggag 


1140 


acacacatgg 


ccagagtgga 


agccatgctc 


* 

aatgaccgcc 


gccgcctggc 


cctggagaac 


1200 


tacatcaccg 


ct.ctgcaggc 


tgttcctcct 


cggcctcgtc 


acgtgttcaa 


tatgctaaag 


1260 


aagtatgtcc 


gcgcagaaca 


gaaggacaga 


cagcacaccc 


taaagcattt 


cgagcatgtg 


1320 


cgcatggtgg 


atcecaagaa 


agccgctcag 


atccggtccc 


aggttatgac 


acacctccgt 


1380 


gtgatttatg 


agcgcatgaa 


tcagtctctc 


tccctgctct 


acaacgtgcc 


tgcagtggcc 


1440 


'gaggagattc 


aggatgaagt 


tgatgagctg 


cttcagaaag 


agcaaaacta 


ttcagatgac 


1500 
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gtcttggcca 


acatgattag 


tgaaccaagg 


atcagttacg 


gaaacgatgc 


tctcatgcca 


1560 


tctttgaccg 


aaacgaaaac 


caccgtggag 


ctccttcccg 


tgaatggaga 


gttcagcctg 


1620 


gacgatctcc 


agccgtggca 


ttcttttggg 


gctgactctg 


tgccagccaa 


cacagaaaac 


1680 


gaagttgagc 


ctgttgatgc 


ccgccctgct 


gccgaccgag 


gactgaccac 


tcgaccaggt 


1740 


tctgggttga 


caaatatcaa 


gacggaggag 


atctctgaag 


tgaatctgga 


tgcagaattc 


1800 


cgacatgact 


caggatatga 


agttcatcat 


caaaaattgg 


tgttctttgc 


agaagatgtg 


1860 


ggttcaaaca 


aaggtgcaat 


cattggactc 


atggtgggcg 


gtgttgtcat 


agcgacagtg 


1920 


atcgtcatca 


ccttggtgat 


gctgaagaag. 


aaacagtaca 


catccattca 


tcatggtgtg 


1980 


gtggaggttg 


acgccgctgt 


caccccagag 


gagcgccacc 


tgtccaagat 


gcagcagaac 


2040 


ggctacgaaa 


atccaaccta 


caagttcttt 


gagcagatgc 


agaacaagaa 


gtag 


2094 



<210> 18 

<211> 697 

<212> PRT 

<213> Homo sapiens 

<400> 18 

Met Leu Pro Gly Leu Ala Leu Leu Leu Leu Ala Ala Trp Thr Ala Arg 
15 10 15 



Ala Leu Glu Val Pro Thr Asp Gly Asn Ala Gly Leu Leu Ala Glu Pro .;;i fr - 

20 2 5 30 

Gin lie Ala Met Phe Cys Gly Arg Leu Asn Met His Met Asn Val Gin 
35 40 45 

Asn Gly Lys Trp Asp Ser Asp Pro Ser Gly Thr Lys Thr Cys lie Asp . t > 

50 55 60 

Thr Lys Glu Gly lie Leu Gin Tyr Cys Gin Glu Val Tyr Pro Glu Leu 
65 70 75 80 

Gin lie Thr Asn Val Val Glu Ala Asn Gin Pro Val Thr lie Gin Asn 

85 90 95 

Trp Cys Lys Arg Gly Arg Lys Gin Cys Lys Thr His Pro His Phe Val 

100 105 110 

lie Pro Tyr Arg Cys Leu Val Gly Glu Phe Val Ser Asp Ala Leu Leu 
115 120 125 

Val Pro Asp Lys Cys Lys Phe Leu His Gin Glu Arg Met Asp Val Cys 
130 135 140 
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Glu Thr His Leu His Trp His Thr Val Ala Lys Glu Thr Cys Ser Glu 
145 150 155 160 



Lys Ser Thr Asn Leu His Asp Tyr Gly Met Leu Leu Pro Cys Gly lie 

165 170 175 



Asp Lys Phe Arg Gly Val Glu Phe Val Cys Cys Pro Leu Ala Glu Glu 

180 185 190 



Ser Asp Asn Val Asp Ser Ala Asp Ala Glu Glu Asp Asp Ser Asp Val 
195 200 205 



Trp Trp Gly Gly Ala Asp Thr Asp Tyr Ala Asp Gly Ser Glu Asp Lys 
210 215 220 



Val Val Glu Val Ala Glu Glu Glu Glu Val Ala Glu Val Glu Glu Glu 
225 230 235 240 



Glu Ala Asp Asp Asp Glu Asp Asp Glu Asp Gly Asp Glu Val Glu Glu 

245 250 255 



Glu Ala Glu Glu Pro. Tyr Glu Glu Ala Thr Glu Arg Thr Thr Ser lie 

260 265 270 



Ala Thr Thr Thr Thr Thr Thr Thr Glu Ser Val Glu Glu Val Val Arg 
275 280 265 



Val Pro Thr Thr Ala Ala Ser Thr Pro Asp Ala Val Asp Lys Tyr Leu 
290 295 300 



Glu Thr Pro Gly Asp Glu Asn Glu His Ala His Phe Gin Lys Ala Lys 
305 310 315 320 



Glu- Arg Leu Glu Ala Lys His Arg Glu Arg Met Ser Gin Val Met Arg 

325 330 335 



Glu Trp Glu Glu Ala Glu Arg Gin Ala Lys Asn Leu Pro Lys Ala Asp 

340 345 350 



Lys Lys Ala Val lie Gin His Phe Gin Glu Lys Val Glu Ser Leu Glu 
355 360 365 



Gin Glu Ala Ala Asn Glu Arg Gin Gin Leu Val Glu Thr His Met Ala 
370 375 380 



Arg Val Glu Ala Met Leu Asn Asp Arg Arg Arg Leu Ala Leu Glu Asn 
385 390 395 400 
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Tyr lie Thr Ala Leu Gin Ala Val Pro Pro Arg Pro Arg His Val Phe 

405 410 415 



Asn Met Leu Lys Lys Tyr Val Arg Ala Glu Gin Lys Asp Arg Gin His 

420 425 430 



Thr Leu Lys His Phe Glu His Val Arg Met Val Asp Pro Lys Lys Ala 
435 440 445 



Ala Gin lie Arg Ser Gin Val Met Thr His Leu Arg Val lie Tyr Glu 
450 455 460 



Arg Met Asn Gin Ser Leu Ser Leu Leu Tyr Asn Val Pro Ala Val Ala 
465 470 475 480 



Glu Glu lie Gin Asp Glu Val Asp Glu Leu Leu Gin Lys Glu Gin Asn 

485 490 495 



Tyr Ser Asp Asp Val Leu Ala Asn Met lie Ser Glu Pro Arg lie Ser 

500 505 510 



Tyr Gly Asn Asp Ala Leu Met Pro Ser Leu Thr Glu Thr Lys Thr Thr 
515 520 525 " ■ 



Val Glu Leu Leu Pro Val Asn Gly Glu Phe Ser Leu Asp Asp Leu Gin 
530 535 540 



Pro Trp His Ser Phe Gly Ala Asp Ser Val Pro Ala Asn Thr Glu Asn 
545 550 555 560 



Glu "Val Glu Pro Val Asp Ala Arg Pro Ala Ala Asp Arg Gly Leu Thr 

565 570 575 



Thr Arg Pro Gly Ser Gly Leu Thr Asn lie Lys Thr Glu Glu lie Ser 

580 585 590 



Glu Val Asn Leu Asp Ala Glu Phe Arg His Asp Ser Gly Tyr Glu Val 
595 600 605 



His His Gin Lys Leu Val Phe Phe Ala Glu Asp Val Gly Ser Asn Lys 
610 615 " 620 



Gly Ala lie lie Gly Leu Met Val Gly Gly Val Val lie Ala Thr Val 
625 630 635 640 



lie Val lie Thr Leu Val Met Leu Lys Lys Lys Gin Tyr Thr Ser lie 

645 650 655 
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His His Gly Val Val Glu Val Asp Ala Ala Val Thr Pro Glu Glu Arg 

660 665 670 

His Leu Ser Lys Met Gin Gin Asn Gly Tyr Glu Asn Pro Thr Tyr Lys 
675 680 685 

Phe Phe Glu Gin Met Gin Asn Lys Lys 
690 695 

<210> 19 

<211> 2094 

<212> DNA 

<213> Home sapiens 



<400> 19 



atgctgcccg 


gtttggcact 


gctcctgctg 


gccqcctgga 


cqqctcgggc 


gctggagqta 


60 




cccactqatq 

ZJ w ZD 


gtaatgctgg 


CCtqctqqct 


gaaccccaga 


ttgccatgtt 


CtqtQQCaqa 


120 




ctgaacatgc 


acatgaatqt 


ccaqaatqqq 

ZJ ZJ ZJ ZJ 


aagtgggat t 


cagatccatc 


agggaccaaa 


180 




acctgeattg 


ataccaagga 


aggcatcctq 

J > — — — ZJ 


cagtattgee 


aagaagtcta 


ccctgaactg 


240 . 




cagatcacca 


atgtqgtaga 


agccaaccaa 


ccagtgacca 


tccagaactg 


qtqcaaqcqq 


3 CO 




ggccgcaagc 


agtgcaagac 


ccatccccac 


tttgtgattc 


cctaccqctq 

Z2 ZJ 


Cttaqt tqqt 


36 0 




gagtttgtaa 


gtgatgeect 


tetegt tcct 


gaeaagtgea 


aattcttaca 


ccagqaqaqq 

3 ZJ 3 3 Z3 


420 


■ "V 


atggatgttt 


gcgaaactea 


tctt cactqq 


cacaccgtcg 


ccaaaqaqac 


atacaqtqaq 

Z3 Z? Z? 


480 




aaqagtacca 


acttgeatga 

ZJ 


etaegqeatq 


t tqctqccct 


qcqgaattga 


caagttccga 


540 




gggqtagaqt 

ZJ ZJ ZJ ZJ 3^^Z3 


ttqtqtqttq 

^ _J Z? ZJ _J 


cccactggct 


qaaqaaaqtq 


acaatqtqqa 


ttctgetgat 


600 


*"* 


geggaggagg 


atgactcgga 


tgt ctggtgg 


ggcggagcag 


acacagacta 


tgcagatggg 


66.0 


■ * 't 


agtgaagaca 


aagtagtaga 


agtagcagag 


gaggaagaag 


tggctgaggt 


ggaagaagaa 


720 . 




gaagccgatg 


atgacgagga 


cgatgaggat 


ggtgatgagg 


tagaggaaga 


ggctgaggaa 


73 0 




ccctacgaag 


aagecacaga 


gagaaccacc 


ageattgeca 


ccaccaccac 


caccaccaca 


840 




gagtctgtgg 


aagaggtggt 


tcgagttcct 


acaacagcag 


ccagtacccc 


tgatgccgtt 


900 • 




v gacaagtatc 


tcgagacacc 


tggggatgag 


aatgaacatg 


cccatttcca 


gaaagccaaa 


960 




gagaggcttg 


aggecaagea 


ccgagagaga 


atgtcccagg 


tcatgagaga 


atgggaagag 


1020 




geagaaegtc 


aagcaaagaa 


ettgectaaa 


gctgataaga 


aggcagttat 


ccagcatttc 


1080 




caggagaaag 


tggaatcttt 


ggaacaggaa 


gcagccaacg 


agagacagca 


gctggtggag 


1140 




acacacatgg 


ccagagtgga 


agccatgctc 


aatgaccgcc 

* 


gccgcctggc 


cctggagaac 


1200 




t acatcaccg 


ctctgcaggc 


tgttcctcct 


cggcctcgtc 


acgtgttcaa 


tatgetaaag 


1260 




aagtatgtcc 


gegcagaaca 


gaaggacaga 


cagcacaccc 


taaagcattt 


cgagcatgtg 


1320 




cgcatggtgg 


atcccaagaa 


agccgctcag 


atccggtccc 


aggt.tatgac 


acacctccgt 


1380 
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gtgatttatg 


agcgcatgaa 


tcagtctctc 


tccctgctct 


acaacgtgcc 


tgcagtggcc 


1440 


gaggagattc 


aggatgaagt 


tgatgagctg 


cttcagaaag 


agcaaaacta 


ttcagatgac 


1500 


gtcttggcca 


acatgattag 


tgaaccaagg 


atcagttacg 


gaaacgatgc 


tctcatgcca 


1560 


tctttgaccg 


aaacgaaaac 


caccgtggag 


ctccttcccg 


tgaatggaga 


gttcagcctg 


1620 


gacgatctcc 


agccgtggca 


ttcttttggg 


gctgactctg 


tgccagccaa 


cacagaaaac 


1680 


gaagttgagc 


ctgttgatgc 


ccgccctgct 


gccgaccgag 


gactgaccac 


tcgaccaggt 


1740 


tctgggttga 


caaatatcaa 


gacggaggag 


atctctgaag 


t.gaagatgga 

■mv* -mm* mmf mm* 


tgcagaattc 

mm* <mmT 


1800 


cgacatgact 


caggatatga 


agttcatcat 


caaaaattgg 


tgttctttgc 


agaagatgtg 


1860 


ggttcaaaca 


aaggtgcaat 


cattggactc 


atggtgggcg 


gtgttgtcat 


agcgacagtg 


1920 


atcttcatca 


ccttggtgat 


gctgaagaag 


aaacagt aca 


catccattca 


tcatggtgtg 


1980 


gtggaggttg 


acgccgctgt 


caccccagag 


gagcgccacc 


tgtccaagat 


gcagcagaac 


2040 


ggctacgaaa 


atccaaccta 


caagtt cttt 


gagcagatgc 


agaacaagaa 


gtag 


2094 



<210> 20 

<211> 697 ■ 

<212> PRT 

<213> Homo:- sapiens 

<400> 20 

Met Leu Pro Gly Leu Ala Leu Leu Leu Leu Ala . Ala Trp Thr Ala Arg 
1 5 10 15 



Ala . Leu Glu Val Pro Thr Asp Gly Asn Ala Gly Leu Leu Ala Glu Pro 

20 25 30 



3,. "> 



Gin lie Ala Met Phe Cys Gly Arg Leu Asn Met His Met Asn Val Gin 
35 40 45 

Asn Gly Lys Trp Asp Ser Asp Pro Ser Gly Thr Lys Thr Cys lie Asp 
50 55 60 

Thr Lys Glu Gly lie Leu Gin Tyr Cys Gin Glu Val Tyr Pro Glu Leu 
65 70 75 80 

Gin lie Thr Asn Val Val Glu Ala Asn Gin Pro Val Thr lie Gin Asn 

85 90 95 

Trp Cys Lys Arg Gly Arg Lys Gin Cys Lys Thr His Pro His Phe Val 

100 105 110 

lie Pro Tyr Arg Cys Leu Val Gly Glu Phe Val Ser Asp Ala Leu Leu 
115 120 125 
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Val Pro Asp Lys Cys Lys Phe Leu His Gin Glu Arg Met Asp Val Cys 
130 135 140 



Glu Thr His Leu His Trp His Thr Val Ala Lys Glu Thr Cys Ser Glu 
145 150 155 160 



Lys Ser Thr Asn Leu His Asp Tyr Gly Met Leu Leu Pro Cys Gly lie 

165 170 175 



Asp Lys Phe Arg Gly Val Glu Phe Val Cys Cys Pro Leu Ala Glu Glu 

180 185 190 



Ser Asp Asn Val Asp Ser Ala Asp Ala Glu Glu Asp Asp Ser Asp Val 
195 200 205 



Trp Trp Gly Gly Ala Asp Thr Asp Tyr Ala Asp Gly Ser Glu Asp Lys 
210 215 220 



Val Val Glu Val Ala Glu Glu Glu Glu Val Ala Glu Val Glu Glu Glu 
225 230 235 240 



Glu Ala Asp Asp Asp Glu Asp Asp Glu Asp Gly Asp Glu Val Glu Glu 

245 250 255 



Glu Ala Glu Glu Pro Tyr Glu Glu Ala Thr Glu Arg Thr Thr Ser lie 

260 265 270 



Ala Thr Thr Thr Thr Thr Thr Thr Giu Ser Val Glu Glu Val Val Arg 
275 280 285 



Val Pro Thr Thr Ala Ala Ser Thr Pro Asp Ala Val Asp Lys Tyr Leu 
290 295 300 



Glu Thr Pro Gly Asp Glu Asn Glu His Ala His Phe Gin Lys Ala Lys 
305 310 315 320 



Glu Arg Leu Glu Ala Lys His Arg Glu Arg Met Ser Gin Val Met Arg 

325 330 335 



Glu Trp Glu Glu Ala Glu Arg Gin Ala Lys Asn Leu Pro Lys Ala Asp 

340 345 350 



Lys Lys Ala Val lie Gin His Phe Gin Glu Lys Val Glu Ser Leu Glu 
355 360 365 



Gin Glu Ala Ala Asn Glu Arg Gin Gin Leu Val Glu Thr His Met Ala 
370 375 3S0 
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Arg Val Glu Ala Met Leu Asn Asp Arg Arg. Arg Leu Ala Leu Glu Asn 
385 390 395 400 



Tyr lie Thr Ala Leu Gin Ala Val Pro Pro Arg Pro Arg His Val Phe 

405 410 415 



Asn Met Leu Lys Lys Tyr Val Arg Ala Glu Gin Lys Asp Arg Gin His 

420 425 430 



Thr Leu Lys His Phe Glu His Val Arg Met Val Asp Pro Lys Lys Ala 
435 440 445 



Ala Gin lie Arg Ser Gin Val Met Thr His Leu Arg Val lie Tyr Glu 
450 455 460 



Arg Met Asn Gin Ser Leu Ser Leu Leu Tyr Asn Val Pro Ala Val Ala 
465 470 475 480 



Glu Glu lie Gin Asp Glu Val Asp Glu Leu Leu Gin Lys Glu Gin Asn 

485 490 495 



Tyr Ser Asp Asp Val Leu Ala Asn Met lie Ser Glu Pro Arg lie .Ser 

500 505 510 



Tyr Gly Asn Asp Ala .Leu Met Pro Ser Leu Thr Glu Thr Lys Thr Thr 
515 520 525 



Val Glu Leu Leu Pro Val Asn Gly Glu Phe Ser Leu Asp Asp Leu Gin 
530 535 540 



Pro Trp His Ser Phe Gly Ala Asp Ser Val Pro Ala Asn Thr Glu Asn 
545 550 555 560 



Glu Val Glu Pro Val Asp Ala Arg Pro Ala Ala Asp Arg Gly Leu Thr 

565 570 575 



Thr Arg Pro Gly Ser Gly Leu Thr Asn lie Lys Thr Glu Glu lie Ser 

580 585 590 



Glu Val Lys Met Asp Ala Glu Phe Arg His Asp Ser Gly Tyr Glu Val 
595 600 605 



His His Gin. Lys Leu Val Phe Phe Ala Glu Asp Val Gly Ser Asn Lys 
610 615 620 



Gly Ala lie He Gly Leu Met Val Gly Gly Val Val He Ala Thr Val 
625 630 635 640 
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lie Phe lie Thr Leu Val Met Leu Lys Lys Lys Gin Tyr Thr Ser lie 

645 650 655 

His His Gly Val Val Glu Val Asp Ala Ala Val Thr Pro Glu Glu Arg 

660 665 670 

His Leu Ser Lys Met Gin Gin Asn Gly Tyr Glu Asn Pro Thr Tyr Lys 
675 680 685 

Phe Phe Glu Gin Met Gin Asn Lys Lys 
690 695 

<210> 21 

<211> 1341 

<212> DNA 

<213> Homo sapiens 

<400> 21 



atqgctagca 


tgactggtgg 


acagcaaatg 


ggtcgcggat 


ccacccagca 


cggcatccgg 


6 0 




ctgcccctgc 


gcagcggcct 


ggggggcgcc 


cccctggggc 


tgcggctgcc 


ccqqgaqacc 


120 




qacgaaqaqc 


ccgaggagcc 


cggccqgagg 


ggcagctttg 


tggagatggt 


ggacaacctq 


180 




aggggcaagt 


cggggcaggg 


ctactacgtg 


gagatgaccg 


tgggcagccc 


cccgcagacg 


240 




ctcaacatcc 


tggtggatac 


aggcagcagt 


aactttgcag 


tgggtgctgc 


cccccacccc 


3 00 


. T ~" - 
»- 

jr- 


ttcctgcatc 


gctactacca 


gaggcagctg 


tccagcacat 


accgggacct 


ccggaagqgt 


3 60 




gtgtatgtgc 


cctacaccca 


gggcaagtgg 


gaaggggagc 


tgggcaccga 


cctggtaagc 


420 




atcccccatg 


gccccaacgc 


cactgtgcgt 


gccaacattg 


ctgccatcac 


tgaatcagac 


4 8.0 


•V 


aagttcttca 


tcaacggctc 


caactgggaa 


ggcatcctgg 


ggctggccta 


tgctgagatt 


540 


* ■ 


gccaggcctg 


acgactccct 


ggagcctttc 


tttgactctc 


tggtaaagca 


gacccacgtt 


600 




cccaacctct 


tctccctgca 


cctttgtggt 


gctggcttcc 


ccctcaacca 


gtctgaagtg 


660 


* 


ctggcctctg 


tcggagggag 


catgatcatt 


ggaggtatcg 


accactcgct 


gtacacaggc 


720 




agtctctggt 


atacacccat 


ccggcgggag 


tggtattatg 


aggtcatcat 


tgtgcgggtg. 


780 




gagatcaatg 


gacaggatct 


gaaaatggac 


tgcaaggagt 


acaactatga 


caagagcatt 


840 




gtggacagtg 


gcaccaccaa 


cct tcgtttg 


cccaagaaag 


tgtttgaagc 


tgcagtcaaa 


900 




tccatcaagg 


cagcctcctc 


cacggagaag 


ttccctgatg 


gtttctggct 

* 


aggagagcag 


960 




ctggtgtgct 


ggcaagcagg 


caccacccct 


tggaacattt 


tcccagtcat 


ctcactctac 


1020 




ctaatgggtg 


aggttaccaa 


ccagtccttc 


cgcatcacca 


tccttccgca 


gcaatacctg 


1080 




cggccagtgg 


aagatgtggc 


cacgtcccaa 


gacgactgtt 


acaagtttgc 


catctcacag 


1140 




tcatccacgg 


gcactgttat 


gggagctgtt 


atcatggagg 


gcttctacgt 


tgtctttgat 


1200 




cgggcccgaa 


aacgaattgg 


ctttgctgtc 


agcgcttgcc 


atgtgcacga 


tgagttcagg 


1260 
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acggcagcgg tggaaggccc ttttgtcacc ttggacatgg aagactgtgg ctacaacatt 
ccacagacag atgagtcatg a 



<210> 22 

<211> 446 

<212> PRT 

<213> Homo sapiens 

<400> 22 

Met Ala Ser Met Thr Gly Gly Gin Gin Met Gly Arg Gly Ser Thr Gin 
15 10 15 



His Gly lie Arg Leu Pro Leu Arg Ser Gly Leu Gly Gly Ala Pro Leu 

20 25 30 



Gly Leu Arg Leu Pro Arg Glu Thr Asp Glu Glu Pro Glu Glu Pro Gly 
35 40 45 



Arg Arg Gly Ser Phe Val Glu Met Val Asp Asn Leu Arg Gly Lys Ser 
50 55 60 



Gly Gin Gly. Tyr Tyr Val Glu Met Thr Val Gly Ser Pro Pro Gin Thr 
65 70 75 80 



Leu Asn lie Leu Val Asp Thr Gly Ser Ser Asn Phe Ala Val Gly Ala 

85 90 95 



Ala Pro His Pro Phe Leu His Arg Tyr Tyr Gin Arg Gin Leu Ser Ser 

100 105 110 



Thr Tyr Arg: Asp Leu Arg Lys Gly Val Tyr Val Pro Tyr Thr Gin Gly 
115 120 125 



Lys Trp Glu Gly Glu Leu Gly Thr Asp Leu Val Ser lie Pro His Gly 
130 135 140 



Pro Asn Val Thr Val Arg Ala Asn lie Ala Ala He Thr Glu Ser Asp 
145 150 155 160 



Lys Phe Phe He Asn Gly Ser Asn Trp Glu Gly He Leu Gly Leu Ala 

165 170 175 



Tyr Ala Glu He Ala Arg Pro Asp Asp Ser Leu Glu Pro Phe Phe Asp 

180 185 190 



Ser Leu Val Lys Gin Thr His Val Pro Asn Leu Phe Ser Leu His Leu 
195 200 205 
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Cys Gly Ala Gly Phe Pro Leu Asn Gin Ser Glu Val Leu Ala Ser Val 
210 215 220 



Gly Gly Ser Met lie lie Gly Gly lie Asp His Ser Leu Tyr Thr Gly 
225 230 235 240 



Ser Leu Trp Tyr Thr Pro lie Arg Arg Glu Trp Tyr Tyr Glu Val lie 

245 250 255 



lie Val Arg Val Glu lie Asn Gly Gin Asp Leu Lys Met Asp Cys Lys 

260 265 270 



Glu Tyr Asn Tyr Asp Lys Ser lie Val Asp Ser Gly Thr Thr Asn .Leu 
275 280 285 



Arg Leu Pro Lys Lys Val Phe Glu Ala Ala Val Lys Ser lie Lys Ala 
290 295 300 



Ala Ser Ser Thr Glu Lys Phe Pro Asp Gly Phe Trp Leu Gly Glu Gin 
305 310 315 320 



Leu Val Cys Trp Gin Ala Gly Thr Thr Pro Trp Asn He Phe Pro Val 

325 330 335 



He Ser Leu Tyr Leu. Met Gly Glu Val Thr Asn Gin Ser Phe Arg He 

340 345 330 



Thr He Leu Pro Gin Gin Tyr Leu Arg Pro Val Glu Asp Val Ala Thr 
355 360 365 



Ser Gin Asp Asp Cys Tyr Lys Phe Ala He Ser Gin Ser Ser Thr Gly 
370 375 380 



Thr Val Met Gly Ala Val He Met Glu Gly Phe Tyr Val Val Phe Asp 
385 390 395 400 



Arg Ala Arg Lys Arg He Gly Phe Ala Val Ser Ala Cys His Val His 

405 410 415 



Asp Glu Phe Arg Thr Ala Ala Val Glu Gly Pro Phe Val Thr Leu Asp 

420 425 430 



Met Glu Asp Cys Gly Tyr Asn He Pro Gin Thr Asp Glu Ser 
435 440 445 
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<210> 23 

<211> 1380 

<212> DNA 

<213> Homo sapiens 

<400> 23 



atggctagca 


tgactggtgg 


acagcaaatg 


ggtcgcggat 


cgatgactat 


ctctgactct 


60 


ccgcgtgaac 


aggacggatc 


cacccagcac 


ggcatccggc 


tgcccctgcg 


cagcggcctg 


120 


gggggcgccc 


ccctggggct 


gcggctgccc 


cgggagaccg 


acgaagagcc 


c 9^99^gccc 


180 


ggccggaggg 


gcagctttgt 


ggagatggtg 


gacaacctga 


ggggcaagtc 


ggggcagggc 


24 0 


tactacgtgg 


agatgaccgt 


gggcagcccc 


ccgcagacgc 


tcaacatcct 


ggtgaataca 


300 


ggcagcagta 


actttgcagt 


gggtgctgcc 


ccccacccct 


tcctqcatcg 


ctactaccag 


360 


aggcagctgt 


ccagcacata 

mm* 


CCqqqacctC 


cggaagggtg 


tgtatqtgcc 


ctacacccag 


420 


ggcaagtggg 


aaggggagct 


gggcaccgac 


ctggtaagca 


tcccccatgg 


ccccaacgtc 


480 


actgtgcgtg 


ccaacattgc 


tgccatcact 


gaatcagaca 


agttct teat 


caacggctcc 


540 


aactgggaag 


gcatcctggg 


gctggcctat 


gctgagattg 


ceaggectga 


cgactccctg 


600 


gagcctttct 


ttgactctct 


ggtaaagcag 


acceacgtte 


ccaacctct t 


ctccctgcac 


660 


ctttgtggtg 


ctggcttccc 


cctcaaccag 


tctgaagtgc 


tggcctctgt 


eggagggage 


72 0 - 


atgatcattg 


gaggtatcga 


ccactcgctg 


tacacaggca 


Qtctctggta 


tacacccatc 


7 8.0.. -.?t 


cgqcgggagt 


qgtattatga 


gqtcatcatt. 


gtgcgggtgg 


agatcaatgq 


acaqqatctq 


84 0 ; 

* : ' -ys-i 


aaaatggact 


gcaaggagta 


caactatqac 


aagaqcattg 


tqgacaqtga 


caccaccaac 


900 


cttcgtttgc 


ccaagaaagt 


gtttgaagct 


gcagtcaaat 


ccatcaaggc 


agcctcctcc 


S6 0 ^ ( .- 


acggagaagt 


tccctgatgg 


tttctggcta 


ggagagcagc 


tggtgtgctg 


gcaagcaggc 


i02 0 v 


accacccctt 


ggaacatttt 


cccagtcatc 


tcactctacc 


taatgggtga 


ggttaccaac 


1080 ■ 


cagtccttcc 


gcatcaccat 


ccttccgcag 


caatacctgc 


ggccagtgga 


agatgtggcc 


1140 


acgtcccaag 


acgactgtta 


caagtttgcc 


atctcacagt 


catccacggg 


cactgttatg 


1200 


ggagctgtta 


tcatggaggg 


cttctacgtt 


gtctttgatc 


gggcccgaaa 


acgaattggc 


1260 


tttgctgtca 


gcgcttgcca 


tgtgcacgat 


gagttcagga 


eggcageggt 


ggaaggcect 


1320 


tttgtcacct 


tggacatgga 


agactgtggc 


tacaacattc 


cacagacaga 


tgagtcatga 


1380 



<210> 24 

<211> 459 

<212> PRT 

<213> Homo sapiens 

<400> 24 

Met Ala Ser Met Thr Gly Gly Gin Gin Met Gly Arg Gly Ser Met Thr 
15 10 15 
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lie Ser Asp Ser Pro Arg Glu Gin Asp Gly Ser Thr Gin His Gly lie 

20 25 30 



Arg Leu Pro Leu 
35 



Leu Pro Arg Glu 
50 



Ser Phe Val Glu 
65 



Tyr Tyr Val Glu 



Leu_ Val Asp Thr 

100 



Pro' Phe Leu His 
115 



Asp Leu Arg Lys 
130 



Gly Glu Leu Gly 
145 



Thr Val Arg Ala 



lie Asn Gly Ser 

180 



lie Ala Arg Pro 
195 



Lys Gin Thr His 
210 



Gly Phe Pro Leu 
225 



Met He He Gly 



Tyr Thr Pro He 

260 



Arg Ser Gly Leu 

40 



Thr Asp Glu Glu 
55 



Met Val Asp Asn 
70 



Met Thr Val Gly 
85 



Gly Ser Ser Asn 



Arg Tyr Tyr Gin 

120 



Gly Val Tyr Val 
135 



Thr Asp Leu Val 
150 



Asn He Ala Ala 
165 



Asn Trp Glu Gly 



Asp Asp Ser Leu 

200 



Val Pro Asn Leu 
215 



Asn Gin Ser Glu 
230 



Gly He Asp His 
245 



Arg Arg Glu Trp 



Gly Gly Ala Pro 



Pro Glu Glu Pro 

60 



Leu Arg Gly Lys 
75 



Ser Pro Pro Gin 
90 



Phe Ala Val Gly 
105 



Arg Gin Leu Ser 



Pro Tyr Thr Gin 

140 



Ser He Pro His 
155 



He Thr Glu Ser 
170 



He Leu Gly. Leu 
185 



Glu Pro Phe Phe 



Phe Ser Leu His 

220 



Val Leu Ala Ser 
235 



Ser Leu Tyr Thr 
250 



Tyr Tyr Glu Val 
265 
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Leu Gly Leu Arg 
45 



Gly Arg Arg Gly 



Ser Gly Gin Gly 

80 



Thr Leu Asn He 
95 



Ala Ala Pro His 
110 



Ser Thr Tyr Arg 
125 



Gly Lys Trp Glu 



Gly Pro Asn Val 

160 



Asp Lys Phe Phe 
175 



Ala Tyr Ala Glu 
190 



Asp Ser Leu Val 
205 



Leu Cys Gly Ala 



Val Gly Gly Ser 

240 



Gly Ser Leu Trp 
255 



He He Val Arg 
270 



Val Glu lie Asn Gly Gin Asp Leu Lys Met Asp Cys Lys Glu Tyr Asn 
275 280 285 



Tyr Asp Lys Ser lie Val Asp Ser Gly Thr Thr Asn Leu Arg Leu Pro 
290 295 300 



Lys Lys Val Phe Glu Ala Ala Val Lys Ser lie Lys Ala Ala Ser Ser 
305 310 315 320 



Thr Glu Lys Phe Pro Asp Gly Phe Trp Leu Gly Glu Gin Leu Val Cys 

325 330 335 



Trp Gin Ala Gly Thr Thr Pro Trp Asn lie Phe Pro Val lie Ser Leu 

340 345 350 



Tyr Leu Met Gly Glu Val Thr Asn Gin Ser Phe Arg lie Thr lie Leu 
355 360 365 



Pro Gin Gin Tyr Leu Arg Pro Val Glu Asp Val Ala Thr Ser Gin Asp 
370 375 380 



Asp. Cys Tyr Lys Phe Ala He Ser Gin Ser Ser Thr Gly Thr Val Met 
385 390 395 400 



Gly . Ala Val He Met Glu Gly Phe Tyr Val Val Phe Asp Arg Ala Arg 

405 410 415 



Lys Arg He Gly Phe Ala Val Ser Ala Cys His Val His Asp Glu Phe 

420 425 430 



Arg Thr Ala Ala Val Glu Gly Pro Phe Val Thr . Leu Asp Met Glu Asp 
435 440 445 



Cys Gly Tyr Asn He Pro Gin Thr Asp Glu Ser 
450 455 



<210> 25 

<211> 1302 

<212> DNA 

<213> Homo sapiens 

<400> 25 

atgactcagc atggtattcg tctgccactg cgtagcggtc tgggtggtgc tccactgggt 
ctgcgtctgc cccgggagac cgacgaagag cccgaggagc ccggccggag gggcagcttt 
gtggagatgg tggacaacct gaggggcaag tcggggcagg gctactacgt ggagatgacc 
gtgggcagcc ccccgcagac gctcaacatc ctggtggata caggcagcag taactttgca 
gtgggtgctg ccccccaccc cttcctgcat cgctactacc agaggcagct gtccagcaca 
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taccgggacc 


tccggaaggg 


tgtgtatgtg 


ccctacaccc 


agggcaagtg 


ggaaggggag 


360 


ctgggcaccg 


acctggtaag 


catcccccat 


ggccccaacg 


tcactgtgcg 


tgccaacatt 


420 


gctgccatca 


ctgaatcaga 


caagttcttc 


atcaacggct 


ccaactggga 


aggcatcctg 


480 


gggctggcct 


atgctgagat 


tgccaggcct 


gacgactccc 


tggagccttt 


ctttgactct 


540 


ctggtaaagc 


agacccacgt 


tcccaacctc 


ttctccctgc 


acctttgtgg 


tgctggcttc 


600 


cccctcaacc 


agtctgaagt 


gctggcctct 


gtcggaggga 


gc at gat cat 


tggaggtatc 


660 


gaccactcgc 


tgtacacagg 


cagtctctgg 


tatacaccca 


tccggcggga 


gtggtattat 


720 


gaggtcatca 


ttgtgcgggt 


ggagatcaat 


ggacaggatc 


tgaaaatgga 


ctgcaaggag 


780 


feacaactatg 


acaagagcat 


tgtggacagt 


ggcaccacca 


accttcgttt 


gcccaagaaa 


840 


gtgtttgaag 


ctgcagtcaa 


atccatcaag 


gcagcctcct 


ccacggagaa 


gttccctgat 


900 


ggtttctggc 


taggagagca 


gctggtgtgc 


tggcaagcag 


gcaccacccc 


ttggaacatt 


960 


ttcccagtca 


tctcactcta 


cctaatgggt 


gaggttacca 


accagtcctt 


ccgcatcacc 


1020 


atccttccgc 


agcaatacct 


gcggccagtg 


gaagatgtgg 


ccacgtccca 


agacgactgt 


1080 


tac&agt ttg 


ccatctcaca 


gtcatccacg 


ggcactgtta 


tgggagctgt 


tatcatggag 


114 0 


ggclitctacg 


ttgtctttga 


tcgggcccga 


aaacgaattg 


gctttgctgt 


cagcgcttgc 


12 00. 


catgtgcacg 


atgagttcag 


gacggcagcg 


gtggaaggcc 


cttttgtcac 


cttggacatg 


1260 . 

U w 


gaagactgtg 


gctacaacat 


tccacagaca 


gatgfagtcat 


ga . 




1302 . 



<210> 26 

<211> 433 

<212> PRT 

<213> Homo sapiens 

<400> 26 

Met Thr Gin His Gly lie Arg Leu Pro Leu Arg Ser Gly Leu Gly Gly 
1 5 10 15 



Ala Pro Leu Gly Leu Arg Leu Pro Arg Glu Thr Asp Glu Glu Pro Glu 

20 25 30 



Glu Pro Gly Arg Arg Gly Ser Phe Val Glu Met Val Asp Asn Leu Arg 
35 40 45 



Gly Lys Ser Gly Gin Gly Tyr Tyr Val Glu Met Thr Val Gly Ser Pro 
50 55 60 



Pro Gin Thr Leu Asn lie Leu Val Asp Thr Gly Ser Ser Asn Phe Ala 
65 70 75 80 



I3L 



r '-T..* 
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Val Gly Ala Ala Pro His Pro Phe Leu His Arg Tyr Tyr Gin Arg Gin 

85 90 95 



Leu. Ser Ser Thr Tyr Arg Asp Leu Arg Lys Gly Val Tyr Val Pro Tyr 

100 105 110 



Thr Gin Gly Lys Trp Glu Gly Glu Leu Gly Thr Asp Leu Val Ser lie 
115 120 125 



Pro His Gly Pro Asn Val Thr Val Arg Ala Asn lie Ala Ala He Thr 
130 135 140 



Glu Ser Asp Lys Phe Phe He Asn Gly Ser Asn Trp Glu Gly He Leu 
145 150 155 160 



Gly Leu Ala Tyr Ala Glu He Ala Arg Pro Asp Asp Ser Leu Glu Pro 

165 170 175 



Phe Phe Asp Ser Leu Val.- Lys Gin Thr His Val Pro Asn Leu Phe Ser 

180 185 190 



Leu His Leu Cys Gly Ala Gly Phe Pro Leu Asn Gin Ser Glu Val Leu 
195 200 205 



Ala Ser Val Gly Gly Ser Met He He Gly Gly lie Asp His Ser Leu 
210 215 220 



Tyr Thr Gly Ser Leu Trp Tyr Thr Pro He Arg Arg Glu Trp Tyr Tyr 
225 230 235 ~ 240 



Glu Val He He Val Arg Val Glu He Asn Gly Gin Asp Leu Lys Met 

245 250 255 



Asp Cys Lys Glu Tyr Asn Tyr Asp Lys Ser He Val Asp Ser Gly Thr 

260 265 270 



Thr Asn Leu Arg Leu Pro Lys Lys Val Phe Glu Ala Ala Val Lys Ser 
275 280 285 



He Lys Ala Ala Ser Ser Thr Glu Lys Phe Pro Asp Gly Phe Trp Leu 
290 295 300 



Gly Glu Gin Leu Val Cys Trp Gin Ala Gly Thr Thr Pro Trp Asn He 
305 310 315 320 



Phe Pro Val He Ser Leu Tyr Leu Met Gly Glu Val Thr Asn Gin Ser 

325 330 335 
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Phe Arg lie Thr lie Leu Pro Gin Gin Tyr Leu Arg Pro Val Glu Asp 

340 345 350 



Val Ala Thr Ser Gin Asp Asp Cys Tyr Lys Phe Ala lie Ser Gin Ser 
355 360 365 



Ser Thr Gly Thr Val Met Gly Ala Val lie Met Glu Gly Phe Tyr Val 
370 375 380 



Val Phe Asp Arg Ala Arg Lys Arg lie Gly Phe Ala Val Ser Ala Cys 
385 390 395 400 



His Val His Asp Glu Phe Arg Thr Ala Ala Val Glu Gly Pro Phe Val 

405 410 415 



Thr Leu Asp Met Glu Asp Cys Gly Tyr Asn lie Pro Gin Thr Asp Glu 

420 425 430 



Ser 



<210> 27 

<211> 1278 

<212> DNA 

<213> Homo sapiens 



<400> 27 " 
atggctagca 


tgactggtgg 


acagcaaatg 


ggtcgcggat 


cgatgactat- 


ctctgactct 


60 


ccgctggact 


ctggtatcga 


aaccgacgga 


tcctttgtgg 


agatggtgga 


caacctgagg 


120 


ggcaagtcgg 


ggcagggcta 


ctacgtggag 


atgaccgtgg 


gcagcccccc 


gcagacgctc 


180 


aacatcctgg 


tggatacagg 


cagcagtaac 


tttgcagtgg 


gtgctgcccc 


ccaccccttc 


24.0 


ctgcatcgct 


actaccagag 


gcagctgtcc 


agcacatacc 


gggacctccg 


gaagggtgtg 


300 


tatgtgccct 


acacccaggg 


caagtgggaa 


ggggagctgg 


gcaccgacct 


ggtaagca te 


360 


ccccatggcc 


ccaacgtcac 


tgtgcgtgcc 


aacattgctg 


ccatcactga 


atcagacaag 


420 


ttcttcatca 


acggctccaa 


ctgggaaggc 


atcctggggc 


tggcctatgc 


tgagattgcc 


480 


aggcctgacg 


actccctgga 


gcctttcttt 


gactctctgg 


taaagcagac 


ccacgttccc 


54 0 


aacctcttct 


ccctgcacct 


ttgtggtgct 


ggcttccccc 


tcaaccagtc 


tgaagtgctg 


600 


gcctctgtcg 


gagggagcat 


gatcattgga 


ggtatcgacc 


actcgctgta 


cacaggcagt 


660 


ctctggtata 


cacccacccg 


gcgggagtgg 


tattatgagg 


tcatcattgt 


gcgggtggag 


720 


atcaatggac 


aggatctgaa 


aatggactgc 


aaggagtaca 


actatgacaa 


gagcattgtg 


780 


gacagtggca 


ccaccaacct 


tcgtttgccc 


aagaaagtgt 


ttgaagctgc 


agtcaaatcc 


840 


atcaaggcag 


cctcctccac 


ggagaagttc 


cctgatggtt 


tctggct.agg 


agagcagctg 


900 
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gtgtgctggc aagcaggcac caccccttgg aacattttcc cagtcatctc actctaccta 960 

atgggtgagg ttaccaacca gtccttccgc atcaccatcc ttccgcagca atacctgcgg 102 0 

ccagtggaag atgtggccac gtcccaagac gactgttaca agtttgccat ctcacagtca 1080 

tccacgggca ctgttatggg agctgttatc atggagggct tctacgttgt ctttgatcgg 114 0 

gcccgaaaac gaattggctt tgctgtcagc gcttgccatg tgcacgatga gttcaggacg 120C 

gcagcggtgg aaggcccttt tgtcaccttg gacatggaag actgtggcta caacattcca 1260 

cagacagatg agtcatga 12 78 

<210> 28 

<211> 425 

<212> PRT 

<213> Homo sapiens 

<400> 28 • '( 

Met Ala Ser Met Thr Gly Gly Gin Gin Met Gly Arg Gly Ser Met Thr 
1 5 10 15 

lie Ser Asp Ser Pro Leu Asp Ser Gly lie Glu Thr Asp Gly Ser Phe 

20 25 30 

Val Glu Met Val Asp Asn Leu Arg Gly Lys Ser Gly Gin Gly Tyr Tyr 
35 40 45 

* 

Val Glu Met. Thr Val Gly Ser Pro Pro Gin Thr Leu Asn lie Leu Val 
.50 55 60 

Asp Thr Gly Ser Ser Asn Phe Ala Val Gly Ala Ala Pro His Pro Phe 
65 70 75 80 

Leu His Arg Tyr Tyr Gin Arg Gin Leu Ser Ser Thr Tyr Arg Asp Leu 

85 90 95 

Arg Lys Gly Val Tyr Val Pro Tyr Thr Gin Gly Lys Trp Glu Gly Glu 

100 105 110 

Leu Gly Thr Asp Leu Val Ser lie Pro His Gly Pro Asn Val Thr Val 
115 120 125 

Arg Ala Asn lie Ala Ala lie Thr Glu Ser Asp Lys Phe Phe lie Asn 
130 135 140 

Gly Ser Asn Trp Glu Gly lie Leu Gly Leu Ala Tyr Ala Glu lie Ala 
145 150 155 160 
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Arg Pro Asp Asp Ser Leu Glu Pro Phe Phe Asp Ser Leu Val Lys Gin 

165 170 175 



Thr- His Val Pro Asn Leu Phe Ser Leu His Leu Cys Gly Ala Gly Phe 

180 185 190 



Pro Leu Asn Gin Ser Glu Val Leu Ala Ser Val Gly Gly Ser Met lie 
195 200 205 



lie Gly Gly lie Asp His Ser Leu Tyr Thr Gly Ser Leu Trp Tyr Thr 
210 215 220 



Pro lie Arg, Arg Glu Trp Tyr Tyr Glu Val lie lie Val Arg Val Glu 
225 230 235 240 



lie Asn Gly Gin Asp Leu Lys Met Asp Cys Lys Glu Tyr Asn Tyr Asp 

245 250 255 



Lys Ser lie Val Asp Ser Gly Thr Thr Asn Leu Arg Leu Pro Lys Lys 

260 265 270 



Val Phe Glu Ala Ala Val Lys Ser lie Lys Ala Ala Ser Ser Thr Glu 
275 280 285 



Lys Phe Pro Asp Gly Phe Trp Leu Gly Glu Gin Leu Val Cys Trp Gin 
290 295 300 



Ala Gly Thr Thr Pro Trp Asn lie Phe Pro Val lie Ser Leu Tyr Leu 
305 310 315 * 320 



Met Gly Glu Val Thr Asn Gin Ser Phe Arg lie Thr lie Leu Pro Gin 

325 330 335 



Gin Tyr Leu Arg Pro Val Glu Asp Val Ala Thr Ser Gin Asp Asp Cys 

340 345 350 



Tyr Lys Phe Ala lie Ser Gin Ser Ser Thr Gly Thr Val Met Gly Ala 
355 360 365 



Val lie Met Glu Gly Phe Tyr Val Val Phe Asp Arg Ala Arg Lys Arg 
■ 370 375 380 



He Gly Phe Ala Val Ser Ala Cys His Val His Asp Glu Phe Arg Thr 
385 390 395 400 



Ala Ala Val Glu Gly Pro Phe Val Thr Leu Asp Met Glu Asp Cys Gly 

405 410 415 
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Tyr Asn lie Pro Gin Thr Asp Glu Ser 

420 425 



<210> 29 

<211> 1362 

<212> DNA 

<213> Homo sapiens 

<400> 29 



atggcccaag 


ccctgccctg 


gctcctgctg 


tggatgggcg 


cgggagtgct 


gcctgcccac 


60 




ggcacccagc 


acggcatccg 


gctgcccctg 


cgcagcggcc 


tggggggcgc- 


ccccctgggg 


120 




ctgcggctgc 


cccgggagac 


cgacgaagag 


cccgaggagc 


ccggccggag 


gggcagcttt 


180 




gtggagatgg 


tggacaacct 


gaggggcaag 


tcggggcagg 


gctactacgt; , 


ggagatgacc 


240 




gtgggcagcc 


ccccgcagac 


gctcaacatc 


ctggcggata 


caggcagcag 


taactttgca 


300 




gtgggtgctg 


ccccccaccc 


cttcctgcat 


cgctactacc 


agaggcagct 


gtccagcaca 


360 




taccgggacc 


tccggaaggg 


tgtgtatgtg 


ccctacaccc 


agggcaagtg 


ggaaggggag 


420 




ctgggcaccg 


acctggtaag 


catcccccat 


ggccccaacg 


tcactgtgcg 


tgccaacatt 


480 




gctgccatca 

F 


ctgaatcaga 


caagttcttc 


atcaacggct 


ccaactggga 


aggcatcctg 


540 




gggctggcct 


atgctgagat 


tgccaggcct 


gacgactccc 


tggagccttt 


ctt tgactct 


600 




ctggtaa.agc 


agacccacgt 


tcccaacctc 


ttctccctgc 


acct ttgtgg 


tgctggcttc 


66 0- 


* -f 


cccctcaacc 


agtctgaagt 


gctggcctct 


gtcggaggga 


g.catgatcat 


tggaggtatc 


720 




gaccactcgc 


tgtacacagg 


cagtctctgg 


tar.acaccca 


tccggcggga. 


gtggtattat 


780 




gaggtcatca 


t tgtgcgggt 


ggagatcaat 


ggacaggatc 


tgaaaatgga 


ctgcaaggag 


840 


' * 

V"'*' "' 


tacaactatg 


acaagagcat 


tgtggacagt 


ggcaccacca 


acctticgttt 


gcccaagaaa 


900 




gtgtttgaag 


ctgcagtcaa 


atccatcaag 


gcagcctcct 


ccacggagaa 


gctccctgat 


960 


f ■ • 


ggtttctggc 


taggagagca 


gctggtgtgc 


tggcaagcag 


gcaccacccc 


ttggaacatt . 


102 0 


jf 


ttcccagtca 


tctcactcta 


cctaatgggt 


gaggttacca 


accagtcctt 


ccgcatcacc 


1080 




atccttccgc 


agcaatacct 


gcggccagtg 


gaagatgtgg 


ccacgtccca 


agacgactgt 


1140 




tacaagtttg 


ccatctcaca 


gtcatccacg 


ggcactgtta 


tgggagctgt 


tatcatggag 


1200 




ggcttctacg 


ttgtctttga 


tcgggcccga 


aaacgaattg 


gctt tgctgt 


cagcgcttgc 


1260 




catgtgcacg 


atgagttcag 


gacggcagcg 


gtggaaggcc 


cttt tgtcac 


cttggacatg 


1320 




gaagactgtg 


gctacaacat 


tccacagaca 


gatgagtcat 


ga 




1362 





<210> 30 

<2I1> 453 

<212> PRT 

<213> Homo sapiens 
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<400> 



30 



Met Ala Gin Ala 
1 



Leu Pro Ala His 

20 



Gly Leu Gly Gly 
35 



Glu Glu Pro Glu 
50 



Asp Asn Leu Arg 
65 



Val Gly Ser Pro 



Ser Asn Phe. Ala 

100 



Tyr Gin Arg : Gin 
115 



Tyr Val Pro Tyr 
130 



Leu Val Ser lie 
145 



Ala Ala lie Thr 



Glu Gly lie Leu 

180 



Ser Leu Glu Pro 
195 



Asn Leu Phe Ser 
210 



Ser Glu Val Leu 
225 



Leu Pro Trp Leu 
5 



Gly Thr Gin His 



Ala Pro Leu Gly 

40 



Glu Pro Gly Arg 
55 



Gly Lys Ser Gly 

70 



Pro Gin Thr Leu 

85 



Val Gly Ala Ala 



Leu Ser Ser Thr 

120 



Thr Gin Gly Lys 
135 



Pro His Gly Pro 
150 



Glu Ser Asp Lys 
165 



Gly Leu Ala Tyr 



Phe Phe Asp Ser 

200 



Leu Gin Leu Cys 
215 



Ala Ser Val Gly 
230 



Leu Leu Trp Met 
10 



Gly lie Arg Leu 
25 



Leu Arg Leu Pro 



Arg Gly Ser Phe 

60 



Gin Gly Tyr Tyr 
75 



Asn lie Leu Val 
90 



Pro His Pro Phe 
105 



Tyr Arg Asp Leu 



Trp Glu Gly Glu 

140 



Asn Val Thr Val 
155 



Phe Phe lie Asn 
170 



Ala Glu lie Ala 
185 



Leu Val Lys Gin 



Gly Ala Gly Phe 

220 



Gly Ser Met He 
235 



Gly Ala Gly Val 
15 



Pro Leu Arg Ser 
30 



Arg Glu Thr Asp 
45 ■ 



Val Glu Met Val 



Val Glu Met Thr 

80 



Asp Thr Gly Ser 
95 



Leu His Arg Tyr 
110 



Arg Lys Gly Val 
125 



Leu Gly Thr Asp 



Arg Ala Asn He 

160 



Gly Ser Asn Trp 

175 



Arg Pro Asp Asp 
190 



Thr His Val Pro 
205 



Pro Leu Asn Gin 



He Gly Gly He 

240 
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Asp His Ser Leu Tyr Thr Gly Ser Leu Trp Tyr Thr Pro lie Arg Arg 

245 250 255 



Glu Trp Tyr Tyr Glu Val lie lie Val Arg Val Glu lie Asn Gly Gin 

260 265 270 



Asp Leu Lys Met Asp Cys Lys Glu Tyr Asn Tyr Asp Lys Ser lie Val 
275 280 285 



Asp Ser Gly Thr Thr Asn Leu Arg Leu Pro Lys Lys Val Phe Glu Ala 
290 295 300 



Ala Val Lys Ser lie Lys Ala Ala Ser Ser Thr Glu Lys Phe Pro Asp 
305 310 315 320 



Gly Phe Trp Leu Gly Glu Gin Leu Val Cys Trp Gin Ala Gly Thr Thr 

325 330 335 



Pro Trp Asn lie Phe Pro Val lie Ser Leu Tyr Leu Met Gly Glu Val 

340 345 350 



Thr Asn Gin Ser Phe Arg lie Thr lie Leu Pro Gin Gin Tyr Leu Arg 
355 360 365 



Pro Val Glu Asp Val Ala Thr Ser Gin Asp Asp Cys Tyr Lys Phe Ala 
370 375 380 



lie Ser Gin Ser Ser Thr Gly Thr Val Met Gly Ala Val lie Met Glu 
385 390 395 400 



Gly Phe Tyr Val Val Phe Asp Arg Ala Arg Lys Arg lie Gly Phe Ala 

405 410 415 



Val Ser Ala Cys His Val His Asp Glu Phe Arg Thr Ala Ala Val Glu 

420 425 430 



Gly Pro Phe Val Thr Leu Asp Met Glu Asp Cys Gly Tyr Asn lie Pro 
435 440 445 



Gin Thr Asp Glu Ser 
450 



<210> 31 

<2il> 1380 

<212> DNA 

<213> Homo sapiens 
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<400> 31 
atggcccaag 


ccctgccctg 


gctcctgctg 


tggatgggcg 


cgggagtgct 


gcctgcccac 


60 


ggcacccagc 


acggcatccg 


gctgcccctg 


cgcagcggcc 


tggggggcgc 


ccccctgggg 


120 


ctgcggctgc 


cccgggagac 


cgacgaagag 


cccgaggagc 


ccggccggag 


gggcagcttt 


180 


gtggagatgg 


tggacaacct 


gaggggcaag 


tcggggcagg 


gctactacgt 


ggagatgacc 


240 


gtgggcagcc 


ccccgcagac 


gctcaacatc 


ctggtggata 


caggcagcag 


taactttgca 


300 


gtgggtgctg 


ccccccaccc 


cttcctgcat 


cgctactacc 


agaggcagct 


gtccagcaca 


360 


taccgggacc 


tccggaaggg 


tgtgtatgtg 


ccctacaccc 


agggcaagtg 


ggaaggggag 


420 


ctgggcaccg 


acctggtaag 


catcccccat 


ggccccaacg 


tcactgtgcg 


tgccaacatt 


480 


gctgccatca 


ctgaatcaga 


caagttcttc 


atcaacggct 


ccaactggga 


aggcatcctg 


540 


gggctggcct 


atgctgagat 


tgccaggcct 


gacgactccc 


tggagccttt. 


ctttgaccct 


600 


ctggtaaagc 


agacccacgt 


tcccaacctc 


ttct ccctgc 


acctttgtgg 


tgctggcttc 


660 


cccctcaacc 


agtctgaagt 


gctggcctct 


gtcggaggga 


gcatgatcat 


tggaggtatc 


720 


gaccactcgc 


tgtacacagg 


cagtctctgg 


tatacaccca 

* 


tccggcggga 


gtggtattat 


780 


gaggtcatca 


ttgtgcgggt 


ggagatcaat 


ggacaggatc 


tgaaaatgga 


ctgcaaggag 


840 


tacaactatg 


acaagagcat 


tgtggacagt 


ggcaccacca 


accttcgttt 


gcccaagaaa 


900 


gtgtttgaag 


ctgcagtcaa 


atccaccaag 


gcagcctcct 


ccacggagaa 


gttccctgat 


960 


ggtttctggc 


taggagagca 


gctggtqtgc 


tggcaagcag 


gcaccacccc 


t.tggaacatt 


1020 


ttcccagtca 


tctcactcta 


cctaatgggt 


gaggttacca 


accagtcctt 


ccgcatcacc 


1080 


atccttccgc 


agcaatacct 


gcggccagtg 


gaagatgtgg 


ccacgtccca 


agacgactgt 


1140 




ccatctcaca 


gtcatccacg 


ggcac tgt ta 


tgggagctgt 


tatcatggag 


3.2 00 


ggcttctacg 


ttgtctttga 


tcgggcccga 


aaacgaattg 


gctttgctgt 


cagcgcttgc 


1260 


catgtgcacg 


atgagttcag 


gacggcagcg 


gtggaaggcc 


ct.tttgtcac 


cttggacatg 


1320 


gaagactgtg 


gctacaacat 


tccacagaca 


gatgagtcac 


agcagcagca 


gcagcagtga 


1380 



<210> 32 

<211> 459 

<212> PRT 

<213> Homo sapiens 

<400> 32 

Met Ala Gin Ala Leu Pro Trp Leu Leu Leu Trp Met Gly Ala Gly Val 
1 5 10 15 



Leu Pro Ala His Gly Thr Gin His Gly lie Arg Leu Pro Leu Arg Ser 

20 25 30 



* _ 



-53- 



f 



Gly Leu Gly Gly Ala Pro Leu Gly Leu Arg Leu Pro Arg Glu Thr Asp 
35 40 45 



Glu Glu Pro Glu Glu Pro Gly Arg Arg Gly Ser Phe Val Glu Met Val 
50 55 60 



Asp Asn Leu Arg Gly Lys Ser Gly Gin Gly Tyr Tyr Val Glu Met Thr 
65 70 75 80 



Val Gly Ser Pro Pro Gin Thr Leu Asn lie Leu Val Asp Thr Gly Ser 

85 90 - 95 



Ser Asn Phe Ala Val Gly Ala Ala Pro His Pro Phe Leu His Arg Tyr 

100 ,105 110 



Tyr Gin Arg Gin Leu Ser Ser Thr Tyr Arg Asp Leu Arg Lys Gly Val 
115 120 125 



Tyr Val Pro Tyr Thr Gin Gly Lys Trp Glu Gly Glu Leu Gly Thr Asp 
\ 130 135 140 



Leu Val Ser lie Pro His Gly Pro Asn Val Thr Val Arg Ala Asn lie 
145 • 150 •• 155 160 



Ala Ala lie Thr Glu Ser Asp Lys Phe Phe lie Asn Gly Ser Asn Trp 

165 170 175 



Glu Gly lie Leu Gly Leu Ala Tyr Ala Glu lie Ala Arg Pro Asp Asp 

180 185 190 



Ser Leu Glu Pro Phe Phe Asp Ser Leu Val Lys Gin Thr His Val Pro 
195 200 205 



Asn Leu Phe Ser Leu Gin Leu Cys Gly Ala Gly Phe Pro Leu Asn Gin 
. 210 215 . 220 



Ser Glu Val Leu Ala Ser Val Gly Gly Ser Met lie He Gly Gly He 
225 230 235 240 



Asp His Ser Leu Tyr Thr Gly Ser Leu Trp Tyr Thr Pro He Arg Arg 

245 250 255 



Glu Trp Tyr Tyr Glu Val He lie Val Arg Val Glu He Asn Gly Gin 

260 265 270 



Asp Leu Lys Met Asp Cys Lys Glu Tyr Asn Tyr Asp Lys Ser He Val 
275 280 285 



-54- 



Asp Ser Gly Thr Thr Asn Leu Arg Leu Pro Lys Lys Val Phe Glu Ala 
290 295 300 



Ala Val Lys Ser lie Lys Ala Ala Ser Ser Thr Glu Lys Phe Pro Asp 
305 310 315 320 



Gly Phe Trp Leu Gly Glu Gin Leu Val Cys Trp Gin Ala Gly Thr Thr 

325 330 335 



Pro Trp Asn lie Phe Pro Val lie Ser Leu Tyr Leu Met Gly Glu Val 

340 345 350 



Thr Asn Gin Ser Phe Arg lie Thr lie Leu Pro Gin Gin Tyr Leu Arg 
355 360 365 



Pro Val Glu Asp Val Ala Thr Ser Gin Asp Asp Cys Tyr Lys Phe Ala 
370 375 380 



lie Ser Gin Ser Ser Thr Gly Thr Val Met Gly Ala Val He Met Glu 
385 390 395 400 



Gly Phe Tyr Val Val Phe Asp Arg Ala Arg Lys Arg He Gly Phe Ala 

405 .410 415 



Val.: Ser Ala Cys His Val Kis Asp Glu Phe Arg Thr Ala Ala Val Glu 

420 425 430 



Gly Pro Phe Val Thr Leu Asp Met Glu Asp Cys Gly Tyr Asn He Pro 
435 440 445 



Gin Thr Asp Glu Ser His His. His His His His 
450 455 



<210> 33 

<211> 25 

<212> PRT 

<213> Homo sapiens 

<400> 33 

Ser Glu Gin Gin Arg Arg Pro Arg Asp Pro Glu Val Val Asn Asp Glu 
15 10 15 



Ser Ser Leu Val Arg His Arg Trp Lys 

20 25 

<210> 34 

<211> 19 

<212> PRT 

<213> Homo sapiens 



-55- 



<400> 



34 



Ser Glu Gin Leu Arg Gin Gin His. Asp Asp Phe Ala Asp Asp lie Ser 

10 15 



1 


5 




Leu Leu Lys 




<210> 


35 




<211> 


29 




<212> 


DNA 




<213> 


Homo sapiens 




<400> 


35 




gtggatccac ccagcacggc 


atccggctg 


<210> 


36 




<211> 


36 




<212> 


DNA 




<213> 


Homo sapiens 




<40.0> 


36 


-- 


gaaagctttc atgactcatc 


tgtctgtgga 

* 


<210> 


37 




<211> 


39 




<212> 


DNA 




<213> 


Homo sapiens 




<400> 


3 7 




gatcgatgac tatctctgac 


tctccgcgtg 


<210> 


38 




<211> 


39 




<212> 


DNA 




<213> 


Homo sapiens 




<400> 


38 




gatccgtcct gttcacgcgg 


agagtcagag 


<210> 


39 




<211> 


77 




<212> 


DNA 




<213> 


Artificial Sequence 


<220> 






<223> 


Hu-Asp2 




<400> 


39 




cggcatccgg ctgcccctgc 


gtagcggtct 



29 



36 



3^ 



39 



jggtggtgct ccactgggtc tgcgtctgcc £>0 
ccgggagacc gacgaag 77 



-56- 



<210> 40 
<211> 77 
<212> DNA 

<213> Artificial sequence 
<220> 

<2 23> Hu-Asp2 
<400> 40 

cttcgtcggt ctcccggggc agacgcagac ccagtggagc accacccaga ccgctacgca 6 0 

ggggcagccg gatgccg 77 



<210> 


41 


<211> 


51 


<212> 


DNA 


<213> 


Artificial sequence 


<220> 




<223> 


Caspase-8 Cleavage Site 


<400> 


41 


gatcgatgac tatctctgac tctccgctgg 


<210> 


42 


<211> 


51 


<212> 


DNA 


<213> 


Artificial sequence 


<220> 




<223> 


Caspase-8 Cleavage Site 


<400> 


42 


gatccgtcgg tttcgatacc agagtccagc 


<210> 


43 


<211> 


32 ' 


<212> 


DNA 


<213> 


Homo sapiens 


<400> 


43 


aaggatcctt tgtggagatg gtggacaacc 


<210> 


44 


<211> 


36 


<212> 


DNA 


<213> 


Homo sapiens 


<400> 


44 


gaaagctttc atgactcatc tgtctgtgga 


<210> 


45 


<211> 


24 


<212> 


DNA 


<213> 


Artificial sequence 



^ 1 



32 



36 



-57- 



<220> 

<223> 6-His tag 
<400> 45 

gatcgcatca tcaccatcac catg 



<210> 46 

<211> 24 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> 6-His tag 

<400> 46 

gatccatggt gatggtgatg atgc 



47 
22 
DNA 

Artificial sequence 



Primer 
<400> 47 

gaetgaccac tcgaccaggt tc 

48 
51 
DNA 

Artificial sequence 
<220> 

<223> Primer 
<400> 48 

cgaattaaat tccagcacac tggctacttc ttgttctgca tctcaaagaa 



<210> 
<211> 
<212> 
<213> 

<220> 
<223> 



<210> 
<211> 
<212> 
<213> 



<210> 49 

<211> 2 6 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer 

<400> 49 

cgaattaaat tccagcacac tggcta 

<210> 50 

<211> 1287 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Hu-Asp2 (b) delta TM 



-58- 



<400> 50 
atqgcccaag 


ccctgccctg 


gctcctgctq 


tggatgggcg 


cqqqaqtqct 


gcctgcccac 


60 




ggcacccagc 


acggcatccg 


gctgcccctq 


cgcaqcqqcc 


tqqqqqqcqc 

ZJ ZJ ZJ —J ZJ ZJ 


CCCCCtqqqq 

ZJ ZJ ZJ ZJ 


120 




ctgcggctgc 


cccgggagac 


cgacgaagag 


cccgaggagc 


ccggccggag 

— ' ZJ — 1 -J —J 


gggcagcttt 
—j—j-j —j 


180 




gtggagatgg 


tggacaacct 


gaggggcaag 

~f —J ZJ ZJ ZJ ZJ 


tcggggcagq 

ZJ ZJ ZJ ZJ -J - J 


gctactacgt 

—) ZJ 


■ ggagatgacc 

ZJ ZJ ZJ ZJ 


240 




gtgggcagcc 

J ZJ -^J ZJ 


ccccgcagac 


gctcaacatc 

**** 


ctqqtqqata 


caqqcaqcaq 

Zl ZJ Z? Zz 


taactttgea 


300 




gtgggtgctg 


ccccccaccc 


cttcctgcat 


cgctactacc 


aqaqqcaqct 


gt ccagcaca 


360 




taccggqacc 


tccqqaaqqq 


tqtqtatQtQ 


ccctacaccc 


aqqqcaaqtq 


qqaaqqqqaq 

ZJ ZJ _Jz3~3-3 _3 


420 




ctgggcaccg 

Z' ZJ ZJ ZJ 


acctqqtaaq 


catcccccat 


qqccccaacq 


tcactqtqcq 


tgecaacatt 


480 




qctqccatca 

ZJ ZJ 


ctgaatcaga 


caagttcttc 


atcaacggcu 


ccaactqqqa 


aggcatcctg 


540 




gqqctgqcct 

ZJ ZJ ZJ ~" J j ~ , — 


atqctqaqat 


tqccaqqctt 


tqtqqtqctq 


get tccccct; 


caaccagtct 


600 




qaaqtgctqq 

ZJ — i ZJ ZJ ZJ 


cctctqtcqq 


aqqqaqcatq 

-Z? -13 ZJ ZJ 


atcattqqaq 


qtatcqacca 


ctcgctgtac 


660 




acaggcagtc 


tctggtatac 


acccatccgg 


cqqqaqtqqt 


at t.atqaqqt 


catcattgtg 


720 




cgqgtggaga 


tcaatqgaca 

ZJ ZJ 


qqatctqaaa 


atqqactqca 


aggagtacaa 


ctatgacaag 


780 




agcattgtgg 

Zj ZJ ZJ 


acagtggcac 


caccaacctt 


cqtttqccca 


aqaaaqtqtt 


tqaaqctqca 


840 


* >' . 


gtcaaatcca 


tcaaggcagc 

ZJ ZJ «_3 


ctcctccacg 


qaqaaqttcc 


ctqatqqt tt 

TJ ZJ ZJ 


ctqoctaoqa 


900 ■ 

► ' 




gagcagctgg 

ZJ ~J ZJ ZJ ZJ 


tgtgctggca 

ZJ ZJ ZJ ZJ *™ 


agcagqcacc 


acccct tgga 


acat t ttccc 


agtcatctca 


960 




ctctacctaa 


tqggtgaggt 

ZJ ZJ ZJ ZJ J J 


taccaaccag 


tccttccqca 


tcaccatcct 


tccgcagcaa 


1020 




tacctgcggc 


caqtqqaaqa 


tqtqaccacq 


tcccaaoacQ 


ac tQt tacaa 


Qt ttoccatc 


1080 ; 




tcacagtcat 


ccacgggcac 


tgttatggga 


gctgttatca 


tggagggctt 


ctacgttgtc 


1140 




tttgatcggg 


cccgaaaacg 


aattggcttt 


gctgtcagcg 


ettgecatgt 


gcacgatgag 


12 00 - 




ttcaggacgg. 


cagcggtgga 


aggccctttt 


gtcaccttgg 


acatggaaga 


ctgtggctac 


1260 




aacattccac 


agacagatga 


gtcatga 








1287 





<210> 51 
<211> 428 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Hu-Asp2{b) delta TM 
<400> 51 

Met Ala Gin Ala Leu Pro Trp Leu Leu Leu Trp Met Gly Ala Gly Val 
1.5 10 15 

Leu Pro Ala His Gly Thr Gin His Gly lie Arg Leu Pro Leu Arg Ser 

20 25 30 



-59- 



Gly Leu Gly Gly Ala Pro Leu Gly Leu Arg Leu Pro Arg Glu Thr Asp 
35 40 45 



Glu Glu Pro Glu 
50 



Asp Asn Leu Arg 
65 



Val Gly Ser Pro 



Ser Asn Phe Ala 

100 



Tyr Gin Arg Gin 

1 1 5. 



Tyr Val Pro Tyr 
. 130 



Leu Val Ser lie 
145. 



Ala Ala lie Thr 



Glu Gly He Leu 

'■:180 



Ala Gly Phe Pro 
195 



Ser Met He lie 
210 



Trp Tyr Thr Pro 
225 



Arg Val Glu He 



Asn Tyr Asp Lys 

260 



Pro Lys Lys Val 
275 



Glu Pro Gly Arg 
55 



Gly Lys Ser Gly 
70 



Pro Gin Thr Leu 
85 



Val Gly Ala Ala 



Leu Ser Ser Thr 

120 



Thr Gin Gly Lys 

135 . 



Pro His Gly Pro 
150 



Glu Ser Asp Lys 
165 



Gly Leu Ala Tyr 



Leu Asn Gin Ser 

200 



Gly Gly He Asp 
215 



He Arg Arg Glu 
230 



Asn Gly Gin Asp 
245 



Ser He Val Asp 



Phe Glu Ala Ala 

280 



Arg Gly Ser Phe 

60 



Gin Gly Tyr Tyr 
75 



Asn He Leu Val 
90 



Pro His Pro Phe 
105 



Tyr Arg Asp Leu 



Trp Glu Gly Glu 

140 



Asn Val Thr Val 
155 



Phe Phe He Asn 
170 



Ala Glu He Ala 
185 ; 



Glu Val Leu Ala 



His Ser Leu Tyr 

220 



Trp Tyr Tyr Glu 
235 



Leu Lys Met Asp 
250 



Ser Gly Thr Thr 
265 



Val Lys Ser He 
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Val Glu Met Val 



Val Glu Met Thr 

80 



Asp Thr Gly Ser 
95 



Leu His Arg Tyr 
110 



Arg Lys Gly Val 
125 



Leu Gly Thr Asp 



Arg Ala Asn He 

160 



Gly Ser Asn Trp 
175 



Arg Leu Cys Gly 
190 



Ser Val Gly Gly 
205 



Thr Gly Ser Leu 



Val He He Val 

240 



Cys Lys Glu Tyr 
255 



Asn Leu Arg Leu 
270 



Lys Ala Ala Ser 
285 



Ser Thr Glu Lys Phe Pro Asp Gly Phe Trp Leu Gly Glu Gin Leu Val 
290 295 300 



Cys Trp Gin Ala Gly Thr Thr Pro Trp Asn lie Phe Pro Val lie Ser 
305 310 315 320 



Leu Tyr Leu Met Gly Glu Val Thr Asn Gin Ser Phe Arg lie Thr lie 

325 330 335 



Leu Pro Gin Gin Tyr Leu Arg Pro Val Glu Asp Val Ala Thr Ser Gin 

340 345 350 



Asp Asp Cys Tyr Lys Phe Ala lie Ser Gin Ser Ser Thr Gly Thr Val 
355 360 365 



Met Gly Ala Val lie Met Glu Gly Phe Tyr Val Val Phe Asp Arg Ala 
370 375 380 



Arg. Lys Arg lie Gly Phe Ala.,- Val Ser Ala Cys His Val His Asp Glu 
385 390 395 400 



Phe Arg Thr Ala Ala Val Glu Gly Pro Phe Val Thr Leu Asp Met Glu 

405 410 * 415 



Asp. Cys Gly Tyr Asn lie Pro Gin Thr Asp Glu Ser 

420 425 



<210> 52 

<211> 1305 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Hu~Asp2(b) delta TM 

<400> 52 



atggcccaag 


ccctgccctg 


gctcctgctg 


tggatgggcg 


cgggagtgct 


gcctgcccac 


60 


ggcacccagc 


acggcatccg 


gctgcccctg 


cgcagcggcc 


tggggggcgc 


ccccctgggg 


120 


ctgcggctgc 


cccgggagac 


cgacgaagag 


cccgaggagc 


ccggccggag 


gggcagcttt 


180 


gtggagatgg 


tggacaa.cct 


gaggggcaag 


tcggggcagg 


gctactacgt 


ggagatgacc 


240 


gtgggcagcc 


ccccgcagac 


gctcaacatc 


ctggtggata 


caggcagcag 


taactttgca 


300 


gtgggtgctg 


ccccccaccc 


ct tcctgcat 


cgctactacc 


agaggcagct 


gtccagcaca 


360 


taccgggacc 


tccggaaggg 


tgtgtatgtg 


ccctacaccc 


agggcaagtg 


ggaaggggag 


420 


ct gggcaccg 


acctggtaag 


catcccccat 


ggccccaacg 


tcactgtgcg 


tgccaacatt 


480 


gctgccatca 


ctgaatcaga 


caagttcttc 


atcaacggct 


ccaactggga 


aggcatcctg 


540 



-61- 



gggctgqcct 


atgctgagat 


tgccaggctt 


tgtggtgctg 


gcttccccct 


caaccaqtct 


600 


gaaptgctgg 


cctctgtcgg 


agggagcatg 


atcattggag 


gtatcqacca 


ctcgctgtac 


660 


acaggcagtc 


tctggtatac 


acccatccgg 


cgggagtggt 


attatgaggt 


catcattgtg 


720 


cgggtggaga 
— .* — > • — > — > — * — * 


tcaatggaca 


ggatctgaaa 


atgaactgca 
■ — * — - — ^ 


aggagtacaa 

j j _ _j — 


ctatgacaag 


780 


agcattgtgg 


acagtggcac 


caccaacctt 


cgtttgccca 


agaaagtgtt 


tgaaqctgca 


840 


gtcaaatcca 


tcaaggcagc 


ctcctccacg 


gagaagttcc 


ctgatggttt 


ctggctagga 


900 


gagcagctgg 


tgtgctggca 


agcagqcacc 


accccttgga 


acattttccc 


agtcatctca 


960 


ctctacctaa 


tgggtgaggt 

ZJ ZJ ZJ ^ ^ ZJ 


taccaaccag 


tcct tccqca 


tcaccatcct 


tccgcagcaa 


1020 


tacctgcggc 


cagtggaaga 


tqtqqccacq 


tcccaaqacq 


actgttacaa 


gtttgccatc 


1080 


tcacagtcat 


ccacgggcac 


tgttatggga 


gctgttatca 


tggagggctt 


ctacgttgtc 


1140 


tttgatcggg 


cccgaaaacg 


aattggcttt 


gctgtcagcg 


cttgccatgt 


gcacgatgag 


1200 


ttcaggacgg 


cagcggtgga 


aggccctttt 


gtcaccttgg 


acatggaaga 


ctgtggctac 


1260 


aacattccac 


agacagatga 


gtcacagcag 


cagcagcagc 


agtga 




1305 



*210> 53 

<211> 434 

<212> PRT 

<213> Artificia]. sequence 
<220> 

<223> Hu-Asp2 (b) delta TM 

<400> 53 

Met Ala Gin Ala Leu Pro Trp Leu Leu Lou Trp Met Gly Ala Gly Val 

1 5 10 15 



Leu Pro Ala His Gly Thr Gin His Gly lie Arg Leu Pro Leu Arg Ser 

20 25 30 



Gly Leu Gly Gly Ala Pro Leu Gly Leu Arg Leu Pro Arg Glu Thr Asp 
35 40 45 



Glu Glu Pro Glu Glu Pro Gly Arg Arg Gly Ser Phe Val Glu Met Val 
50 55 60 



Asp Asn Leu Arg Gly Lys Ser Gly Gin Gly Tyr Tyr Val Glu Met Thr 
65 70 75 80 



'Val Gly Ser Pro Pro Gin Thr Leu Asn lie Leu Val Asp Thr Gly Ser 

85 90 95 



Ser Asn Phe Ala Val Gly Ala Ala Pro His Pro Phe Leu His Arg Tyr 

100 105 110 



-62- 



Tyr Gin Arg Gin Leu Ser Ser Thr Tyr Arg Asp Leu Arg Lys Gly Val 
115 120 125 



Tyr Val Pro Tyr Thr Gin Gly Lys Trp Glu Gly Glu Leu Gly Thr Asp 
130 135 14 0 



Leu Val Ser lie Pro His Gly Pro Asn Val Thr Val Arg Ala Asn lie 
145 150 155 160 



Ala Ala lie Thr Glu Ser Asp Lys Phe Phe lie Asn Gly Ser Asn Trp 

165 170 175 



Glu Gly lie Leu Gly Leu Ala Tyr Ala Glu lie Ala Arg Leu Cys Gly 

180 185 190 



Ala Gly Phe Pro Leu Asn Gin Ser Glu Val Leu Ala Ser Val Gly Gly 
195 200 205 



Ser Met lie lie Gly Gly lie Asp His Ser Leu Tyr Thr Gly Ser Leu 
210 21,5 220 



Trp Tyr Thr . Pro lie Arg Arg Glu Trp Tyr Tyr Glu Val lie lie Val 
225 230 235 240 



Arg Val Glu lie Asn Gly Gin A.sp Leu Lys Met Asp Cys Lys Glu Tyr 

245 250 255 



Asn Tyr Asp Lys Ser lie Val Asp Ser Gly Thr Thr Asn Leu Arg Leu 

260 265 270 



Pro Lys Lys Val Phe Glu Ala Ala Val Lys Ser lie Lys Ala Ala Ser 
275 280 285 



Ser Thr Glu Lys Phe Pro Asp Gly Phe Trp Leu Gly Glu Gin Leu Val 
290 295 300 



Cys Trp Gin Ala Gly Thr Thr Pro Trp Asn He Phe Pro Val He Ser 
305 310 315 ■ 320 



Leu Tyr Leu Met Gly Glu Val Thr Asn Gin Ser Phe Arg He Thr lie- 

325 330 335 



Leu Pro Gin Gin Tyr Leu Arg Pro Val Glu Asp Val Ala Thr Ser Gin 

340 345 350 



Asp Asp Cys Tyr Lys Phe Ala He Ser Gin Ser Ser Thr Gly Thr Val 
355 360 365 



-63- 4 



Met Gly Ala Val lie Met Glu Gly Phe Tyr Val Val Phe Asp Arg Ala 
370 375 380 



Arg Lys Arg lie Gly Phe Ala Val Ser Ala Cys His Val His Asp Glu 
385 390 395 400 

Phe Arg Thr Ala Ala Val Glu Gly Pro Phe Val Thr Leu Asp Met Glu 

405 410 415 

Asp Cys Gly Tyr Asn lie Pro Gin Thr Asp Glu Ser His His His His 

. 420 425 430 

His His 

<210> 54 

<211> 2310 

<212> DNA 

<213> Homo sapiens 

<400> 54 



atgctgcccg 


gtttggcact 


gctcctgctg' 


gccgcctgga 


cggctcgggc 


gctggaggta 


60 . 


ccc.actgatg 


gtaatgccgg 


cctgctggct 


gaaccccaga 


ttgccatgtt 


ctgtggcaga 


120 .-^ 


ctgaacatgc 


acatgaat.gt 


ccagaatggg 


aagtgggatt 


cagatccatc 


agggaccaaa 




acctgcattg 


ataccaagga 


aggcatcctg 


cagtattgcc 


aagaagtcta 


ccctgaact.g 


24 0 

**** 


cagatcacca 


atgtggtaga 


agccaaccaa 


ccagtgacca 


tccagaactg 


gtgcaagcgg 


3 00 


ggccgcaagc 


agtgcaagac 


ccatccccac 


tttgtgattc 


cctaccgctg 


cttagtcggt 


3 6 0 


gagtttgtaa 


gtgatgccct 


tctcgttcct 


gacaagtgca 


aattcttaca 


ccaggagagg 


420 ^ . 


atggatgt tt 


gcgaaactca 


tcttcactgg 


cacaccgtcg 


ceaaagagae 


atgcagtgag 


4 80 


aagagtacca 


acttgcatga 


ctacggcatg 


ttgctgccct 


gcggaattga 


caagttccga 


540 


ggggtagagt 


ttgtgtgttg 


cccactggct 


gaagaaagtg 


acaatgtgga 


ttctgctgat 


600 


gcggaggagg 


atgactcgga 


tgtctggtgg 


ggcggagcag 


acacagacta 


tgcagatggg 


660 


agtgaagaca 


aagtagtaga 


agtagcagag 


gaggaagaag 


tggctgaggt 


ggaagaagaa 


720 


gaagccgatg 


atgacgagga 


cgatgaggat 


ggtgatgagg 


tagaggaaga 


ggctgaggaa 


780 


ccctacgaag 


aagccacaga 


gagaaccacc 


agcattgcca 


ccaccaccac 


caccaccaca 


840 


gagtctgtgg 


aagaggtggt 


tcgagaggtg 


tgctctgaac 


aagccgagac 


ggggccgtgc 


900 


.cgagcaatga 


tctcccgctg 


gtactttgat 


gtgactgaag 


ggaagtgtgc 


cccattcttt 


960 


tacggcggat 


gtggcggcaa 


ccggaacaac 


tttgacacag 


aagagtactg 


catggccgtg 


1020 


tgtggcagcg 


ccatgtccca 


aagtttactc 


aagactaccc 


aggaacctcc 


tggccgagat 


1080 



-64- 



cctgttaaac 


ttcctacaac 


agcagccagt 


acccctgatg 


ccgttgacaa 


gtatctcgag 


1140 


acacctgggg 


atgagaatga 


acatgcccat 


ttccagaaag 


ccaaagagag 


gcttgaggcc 


1200 


aagcaccgag 


agagaatgtc 


ccaggtcatg 


agagaatggg 


aagaggcaga 


acgtcaagca 


1260 


aagaacttgc 


ctaaagctga 


taagaaggca 


gttatccagc 


atttccagga 


gaaagtggaa 


132 0 


' tctttggaac 


aggaagcagc 


caacgagaga 


cagcagctgg 


tggagacaca , 


catggccaga 


1380 


gtggaagcca 


t.gctcaatga 


ccgccgccgc 


ctggccctgg 


agaactacat 


caccgctctg 


1440 


caggctgttc 


ctcctcggcc 


tcgtcacgtg 


ttcaatatgc 


taaagaagta 


tgtccgcgca 


1500 


gaacagaagg 


acagacagca 


caccctaaag 


catttcgagc 


atgtgcgcat 


ggtggatccc 


1560 


aagaaagccg 


ctcagatccg 


gtcccaggtt 


atgacacacc 


tocgtgtgat 


ttatgagcgc 


1620 


atgaatcagt 


ctctctccct 


gctctacaac 


gtgcctgcag 


tggccgagga 


gattcaggat 


1680 


gaagttgatg 


agctgcttca 


gaaagagcaa 


aactattcag 


atgacgtctt 


ggccaacatg 


1740 


attagtgaac 


caaggatcag 


ttacggaaac 


gatgctctca 


tgccatcttt 


gaccgaaacg 


1800 


aaaaccaccg 


tggagctcct 


tcccgtgaat 


ggagagttca 


gcctggacga* 


tctccagccg 


1860 


tggcattctt 


ttggggctga 


ctctgtgcca 


gccaacacag 


aaaacgaagt 


tgagcctgtt 


192 0 > 


gatgcccgcc 


ctgctgccga 


ccgaggactg 


accactcgac 


caggttctgg 


gttgacaaat 


1930.- ^ 


atcaagacgg 


aggagatctc 


tgaagtgaag 


atggatgcag 


aattccgaca 


tgactcagga 


2040 . 

■w 


tatgaagttc 


atcatcaaaa 

- 


attggtgttc 


tttgcagaag 


atgtgggttc 


aaacaaaggt 


2100.V ^. 

- 4 


gcaatcattg 


gactcatggt 


gggcggtgtt 


gtcatagcga 


cagtgatcgt 


catcaccttg 


2160 


gtgatgctga 


agaagaaaca 


gtacacatcc 


attcatcatg 


gtgtggtgga 


ggttgacgcc 


222 0 r .>,. 


gctgtcaccc 


cagaggagcg 


ccacctgtcc 


aagatgcagc 


agaacggcta 


cgaaaatcca 


22 80 V 


acctacaagt 


tctttgagca 


gatgcagaac 








2310 vt . 



<210> 55 

<211> 770 

<212> PRT 

<213> Homo sapiens 

<400> 55 

Met Leu Pro Gly Leu Ala Leu Leu Leu Leu Ala Ala Trp Thr Ala Arg 
1 5 10 15 

Ala Leu Glu Val Pro Thr Asp Gly Asn Ala Gly Leu Leu Ala Glu Pro 

20 25 30 

Gin lie Ala Met Phe Cys Gly Arg Leu Asn Met His Met Asn Val Gin 
35 40 45 



-65- 



Asn Gly Lys Trp Asp Ser Asp Pro Ser Gly Thr Lys Thr Cys lie Asp 
50 55 60 



Thr Lys Glu Gly lie Leu Gin Tyr Cys Gin Glu Val Tyr Pro Glu Leu 
65 70 75 80 



Gin lie Thr Asn Val Val Glu Ala Asn Gin Pro Val Thr He Gin Asn 

85 50 95 



Trp Cys Lys Arg Gly Arg Lys Gin Cys Lys Thr His Pro His Phe Val 

100 105 110 



He Pro Tyr Arg Cys Leu Val Gly Glu Phe Val Ser Asp Ala Leu Leu 
115 120 125 



Val Pro Asp* Lys Cys Lys Phe Leu His Gin Glu Arg Met Asp Val Cys 
130 135 140 



Glu Thr His Leu His Trp His Thr Val Ala Lys Glu Thr Cys Ser Glu 
145 150 155 160 



Lys Ser Thr- Asn Leu His Asp Tyr Gly Met Leu Leu Pro Cys Gly He 

165 170 175 



Asp Lys Phe Arg Gly Val Glu Phe Val Cys Cys Pro Leu Ala Glu Glu 

180 185 190 



Ser. Asp Asn. Val Asp Ser Ala Asp Ala Glu Glu Asp Asp Ser Asp Val 
195 200 * 205 



Trp Trp Gly Gly Ala Asp Thr Asp Tyr Ala Asp Gly Ser Glu Asp Lys 
210 215 ' 220 



Val Val Glu Val Ala Glu Glu Glu Glu Val Ala Glu Val Glu Glu Glu 
225 230 235 240. 



Glu Ala Asp Asp Asp Glu Asp Asp Glu Asp Gly Asp Glu Val Glu Glu 

245 250 255 



Glu Ala Glu Glu Pro Tyr Glu Glu Ala Thr Glu Arg Thr Thr Ser He 

260 265 270 



Ala Thr Thr Thr Thr Thr Thr Thr Glu Ser Val Glu Glu Val Val Arg 
275 280 285 



Glu Val Cys Ser Glu Gin Ala Glu Thr Gly Pro Cys Arg Ala Met lie 
290 295 300 
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Ser Arg Trp Tyr 
305 



Tyr Gly Gly Cys 



Cys Met Ala Val 

340 



Thr Gin Glu Pro 
355 



Ala Ser Thr Pro 
370 



Glu Asn Glu His 
385 



Lys His Arg Glu 



Glu Arg Gin Ala 

420 



Gin His Phe Gin 
435 



Glu^ Arg Gin Gin 
450 



Leu Asn Asp Arg 
465 



Gin Ala Val Pro 



Tyr Val Arg Ala 

500 



Glu His Val Arg 
515 



Gin Val Met Thr 
530 



Leu. Ser Leu Leu 
545 



Phe Asp .Val Thr 
310 



Gly Gly Asn Arg 
325 



Cys Gly Ser Ala 



Leu Ala Arg Asp 

360 



Asp Ala Val Asp 
375 



Ala His Phe Gin 
390 



Arg Met. Ser.^Gln 
405 



Lys Asn Leu Pro 



Glu Lys Val Glu 

440 



Leu Val Glu Thr 
455 



Arg Arg Leu Ala 
470 



Pro Arg Pro Arg 
485 



Glu Gin Lys Asp 



Met Val Asp Pro 

520 



His Leu Arg Val 
535 



Tyr Asn Val Pro 
550 



Glu Gly Lys Cys 
315 



Asn Asn. Phe Asp 
330 



Met Ser Gin Ser 
345 



Pro Val Lys Leu 



Lys Tyr Leu Glu 

380 



Lys Ala Lys Glu 
395 



Val Met^ Arg Glu 
410 



Lys Ala Asp Lys 
425 



Ser Lau Glu Gin 



His Met Ala Arg 

460 



Leu "Glu Asn Tyr 
475 



His Val Phe Asn 
490 



Arg Gin His Thr 
505 



Lys Lys Ala Ala 



lie Tyr Glu Arg 

540 



Ala Val Ala Glu 
555 



Ala Pro Phe Phe 

320 



Thr Glu Glu Tyr 
335 



Leu Leu Lys Thr 
350 



Pro Thr Thr Ala 
365 



Thr Pro Gly Asp 



Arg lieu Glu Ala 

400 



Trp Glu Glu Ala 
415 



Lys Ala Val l*le 
430 



Glu Ala Ala Asn 
445 



Val Glu Ala Met 



lie Thr Ala Leu 

480 



Met Leu Lys Lys 
495 



Leu Lys His Phe 
510 



Gin lie Arg Ser 
525 



Met Asn Gin Ser 



Glu lie Gin Asp 

560 
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Glu Val Asp Glu Leu Leu Gin Lys Glu Gin Asn Tyr Ser Asp Asp Val 

565 * 570 ^ 575 



Leu Ala Asn Met lie Ser Glu Pro Arg lie Ser Tyr Gly Asn Asp Ala 

580 585 590 



Leu Met Pro Ser Leu Thr Glu Thr Lys Thr Thr Val Glu Leu Leu Pro 
595 600 605 



Val Asn Gly Glu Phe Ser Leu Asp Asp Leu Gin Pro Trp His Ser Phe 
610 615 620 



Gly Ala Asp Ser Val Pro Ala Asn Thr Glu Asn Glu Val Glu Pro Val 
625 630 635 640 



Asp Ala Arg Pro Ala Ala Asp Arg Gly Leu Thr Thr Arg Pro Gly Ser 

645 650 655 



Gly Leu Thr Asn lie Lys Thr Glu Glu Tie Ser Glu Val Lys Met Asp 

660 665 670 



Ala Glu Phe Arg His Asp Ser Gly Tyr Glu Val His His Gin Lys Leu 
675 680 685 



Val Phe Phe Ala Glu Asp Val Gly Ser Asn Lys Gly Ala lie lie Gly 
690 695 700 



Leu Met Val Gly Gly Val Val lie Ala Thr Val He Val lie Thr Leu 
705 710 715 720 



Val Met Leu Lys Lys Lys. Gin Tyr Thr Ser He His His Gly Val Val 

725 730 735 



Glu Val Asp Ala Ala Val Thr Pro Glu Glu Arg His Leu Ser Lys Met 

740 745 750 



Gin Gin Asn Gly Tyr Glu Asn Pro Thr Tyr Lys Phe Phe Glu Gin Met 
755 760 765 



Gin Asn 

770 



<210> 56 

<211> 2253 

<212> DNA 

<213> Homo sapiens 



-68- 



<400> 56 
atgctgcccg 


Qtttggcact 


gctcctgctg 


gccgcctgga 


cggctcgggc 


gctqgaggta 


60 


cccactgatg 


gtaat.gctgg 


cctgctggct 


gaaccccaga 


ttgccatgtt 


ctgtggcaga 


120 


ctgaacatgc 


acatgaatgt 


ccagaatggg 


aagtgggatt 

las' 


cagatccatc 


agggaccaaa 


180 


acctgcat tg 


ataccaagga 


aggcatcctg 


cagtattgcc 

— * — -* 


aagaagtcta 


ccctgaactg 


240 


cagatcacca 


atgtggtaga 


agccaaccaa 


ccagtgacca 


tccagaactg 


gtgcaagcqg 


300 


ggccgcaagc 


agtgcaagac 


ccatccccac 


tttgtgattc 


cctaccgctg. 


cttaqttggt 


360 


gagtttgtaa 


gtgatgccct 


tctcgttcct 


gacaagtgca 


aattcttaca 


ccaggagagg 


420 


atggatgttt 


gcgaaactca 


tctt cactgq 


cacaccgtcg 


ccaaagagac 


atgcagtgag 


480 


aagagtacca 


acttgcatga 


ctacggcatg 


ttgctgccct 


gcggaattga 

Zj Zj 


caagttccqa 

ZJ ZJ 


540 


ggggtagagt 


ttgtgtgttg 


cccactggct 


gaagaaagtg 


acaatgtgga 


ttccgctgat 


600 


gcggaggaag 


atgactcgga 


tgtctggtgg 




acacagacta 

Zj 


tgeaga tgog 


660. 


agtgaagac.a 


aagtagtaga 


agtagcagag 


gaggaagaag 


tggctgaggt. 


ggaagaagaa 


720 


gaagccgatg 


atgacgagga 


cgatgaggat 


ggtgatgagg 


tagaggaaga 


agctgagqaa 


780 


ccctacgaag 


aagccacaga 


qagaaccacc 


agcattgcca 


ccaccaccac 


caccaccaca 


840 • 

* 


gagtc'tgtgg 


aagaggtggt 


tcqaqagqtg 


tgctctgaac 


aagccgagac 


qqqqccqtqc 


900 ? 


cgagcaatga 


tctcccgctg 


gtactttgat 


gtgactgaag 


agaagtgtgc 


cccat tct.tt 


960 


tacggcggat 


gtggcggcaa 


ccggaacaac 


tttqacacag 


aagagtacta: 


'catgqccqtg 


1020 ■ 


tgtggcagcg 


ccatt'cctac 


aacagcaqcc 


agtacccctg 


ataccgttga 


caagtatctc 


1080 . 


* 

gagacacctg 


qagatgaaaa 


tgaacatgcc 


catttccaga 


aaqccaaaga 


qaqqct tqaq 


1140 ^v:'-v. 


gccaagcacc 


gagagaqaat 


gtcccagqtc 


atgaqaqaat 


gqqaaqaqqc 


agaacgtcaa 


1200 -.^ 


gcaaagaact 


tgcctaaagc 


tgataagaag 


gcagttatcc 


aqcatttcca 


ggsgaaagtq 


1260 


gaatctttgg 


aacaggaagc 


agccaacgag 


agacagcagc 


tggtggagac 


acacatggcc 


1320 


agagtggaag 


ccatgctcaa 


tgaccgccgc 


cgcctggccc 


tgqaqaacta 


catcaccgc t 


1380 


ctgcaggctg 


ttcctcctcg 


gcctcqtcac 


gtgttcaata 


tgctaaagaa 


gtatgtccgc 


1440 


gcagaacaga 


aggacagaca 


gcacacccta 


aagcatttcg 


agcatqtgcg 


catggtggat 


1500 


cccaagaaaq 


ccgctcaqat 


ccggtcccag 


gttatqacac 


acctccgtgt 


gatt tatqag 


1560 


cgcatgaatc 


agtctctctc 


cctgctcuac 


aacgtgcctg 


cagtggccga 


ggagattcag 


1620 


gatgaagttg 


atgagctgct 


tcagaaagag 


caaaactatt 


cagatgacgt 


cctggccaac 


1680 


atgattagtg 


aaccaaggat 


cagttacgga 


aacgatgctc 


tcatgccatc 


tttgaccgaa 


1740 


acgaaaacca 


ccgtggagct 


ccttcccgtg 


aatggagagt 


tcagcctgga 


cgatctccag 


1800 


ccgtggcatt 


cttttggggc 


tgactctgtg 


ccagccaaca 


cagaaaacga 


agttgagcct 


1860 
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gttgatgccc 


gccctgctgc 


cgaccgagga 


ctgaccactc 


gaccaqqttc 


tqqqttqaca 


1920 


aatatcaaga 


cggaggagat 


ctctgaagtg 


aagatggatg 


cagaattccg 


acatgactca 


1980 


ggatatgaag 


tccatcatca 


aaaat tggtg 


tt.ct ttgcag 


aagatgtggg 
— * > — > — t 


ttcaaacaaa 


2040 


ggtgcaatca 


ttggactcat 


ggtgggcggt 


gttgtcatag 


cgacagtgat 


cgtcatcacc 


2100 


ttggtgatgc 


tgaagaagaa 


acagtacaca 


tccattcatc 


atggtgtggt 


ggaggttgac 


2160 


gccgctgtca 


ccccagagga 


gcgccacctg 


tccaagatgc 


agcagaacgg 


ctacgaaaat 


2220 


ccaacctaca 


agttctttga 


gcagatgcag 


aac 






2253 



<210> 57 

<211> 751 

<212> PRT 

<213> Homo sapiens 

<400> 57 

Met Leu Pro Gly Leu Ala Leu Leu Leu Leu Ala Ala Trp Thr Ala Arg 

1 5 ,10 '15 



Ala Leu Glu Val Pro Thr Asp Gly Asn Ala Gly Leu Leu Ala Glu Pro 

20 25 30 



Gin lie Ala Met Phe Cys Gly Arg Leu Asn Met His Met Asn Val Gin 
35 40 " ■ 45 



Asn Gly Lys Trp Asp Ser Asp Pro Ser Gly Thr Lys Thr Cys lie Asp 
50 55 60 



Thr Lys Glu Gly lie Leu Gin Tyr Cys Gin Glu Val Tyr Pro Glu Leu 
65 70 75 80 



Gin lie Thr Asn Val Val Glu Ala Asn Gin Pro Val Thr lie Gin Asn 

85 90 95 



Trp Cys Lys Arg Gly Arg Lys Gin Cys Lys Thr His Pro His Phe Val 

100 105 110 



lie Pro Tyr Arg Cys Leu Val Gly Glu Phe Val Ser Asp Ala Leu Leu 
115 120 125 



Val Pro Asp Lys Cys Lys Phe Leu .His Gin Glu Arg Met Asp Val Cys 
130 135 140 . 



Glu Thr His Leu His Trp His Thr Val Ala Lys Glu Thr Cys Ser Glu 
145 150 155 160 



-70- 



Lys Ser Thr Asn Leu His Asp Tyr Gly Met Leu Leu Pro Cys Gly lie 

165 170 175 



Asp Lys Phe Arg Gly Val Glu Phe Val Cys Cys Pro Leu Ala Glu Glu 

180 185 190 



Ser Asp Asn Val Asp Ser Ala Asp Ala Glu Glu Asp Asp Ser Asp Val 
195 200 205 



Trp Trp Gly Gly Ala Asp Thr Asp Tyr Ala Asp Gly Ser Glu Asp Lys 
210 215 220 



Val Val Glu Val Ala Glu Glu Glu Glu Val Ala Glu Val Glu Glu Glu 
225 230 235 240 



Glu Ala Asp Asp Asp Glu Asp Asp Glu Asp Gly Asp Glu Val Glu Glu 

245 250 255 



Glu Ala Glu Glu Pro Tyr Glu Glu Ala Thr Glu Arg Thr. Thr Ser lie 

260 265 270 



Ala Thr Thr Thr Thr Thr Thr Thr Glu Ser Val Glu Glu Val Val Arg 
275 280 285 



Glu Val Cys Ser Glu Gin Ala Glu Thr Gly Pro Cys Arg Ala Met lie 
290 295 300 



Ser Arg Trp Tyr Phe Asp Val Thr Glu Gly Lys Cys Ala Pro Phe Phe 
305 310 315 320 



Tyr Gly Gly Cys Gly Gly Asn Arg Asn Asn Phe Asp Thr Glu Glu Tyr 

325 330 335 



Cys Met Ala Val Cys Gly Ser Ala lie Pro Thr Thr Ala Ala Ser Thr 

340 345 350 



Pro Asp Ala Val Asp Lys Tyr Leu Glu Thr Pro Gly Asp Glu Asn Glu 
355 360 365 



His Ala His Phe Gin Lys Ala Lys Glu Arg Leu Glu Ala Lys His Arg 
370 375 380 



Glu Arg Met Ser Gin Val Met Arg Glu Trp Glu Glu Ala Glu Arg Gin 
385 390 395 400 



Ala Lys Asn Leu Pro Lys Ala Asp Lys Lys Ala Val lie Gin His Phe 

405 410 415 



-71- 



Gin Glu Lys Val Glu Ser Leu Glu Gin Glu Ala Ala Asn Glu Arg Gin 

420 425 430 



Gin Leu Val Glu Thr His Met Ala Arg Val Glu Ala Met Leu Asn Asp 
435 440 445 



Arg Arg Arg Leu Ala Leu Glu Asn Tyr lie Thr Ala Leu Gin Ala Val 
450 455 460 



Pro Pro Arg Pro Arg His Val Phe Asn Met Leu Lys Lys Tyr Val Arg 
465 470 475 480 



Ala Glu Gin Lys Asp Arg Gin His Thr Leu Lys His Phe Glu His Val 

485 490 495 



Arg Met Val Asp Pro Lys Lys Ala Ala Gin lie Arg Ser Gin Val Met 

500 505 510 



Thr His Leu Arg Val lie Tyr Glu Arg Met Asn Gin Ser Leu S*er Leu 
515 520 525 



Leu Tyr Asn Val Pro Ala Val Ala Glu Glu Tie Gin Asp Glu Val. Asp 
530 535 549 



Glu Leu Leu Gin Lys Glu Gin Asn Tyr Ser Asp Asp Val Leu Ala Asn 
545 550 555 560 



Met lie Ser Glu Pro Arg lie Ser Tyr Gly Asn Ar>p Ala Leu Met Pre 

565 570 " 575 



Ser Leu Thr Glu Thr Lys Thr Thr Val Glu Leu Leu Pro Val Asn Gly 

580 585 590 



Glu Phe Ser Leu Asp Asp Leu Gin Pro Trp His Ser Phe Gly Ala Asp 
595 600 605 



Ser Val Pro Ala Asn Thr Glu Asn Glu Val Glu Pro Val Asp Ala Arg 
610 615 620 



Pro Ala Ala Asp Arg Gly Leu Thr Thr Arg Pro Gly Ser Gly Leu Thr 
625 630 635 640 



Asn lie Lys Thr Glu Glu lie Ser Glu Val Lys Met Asp Ala Glu Phe 

645 650 655 



Arg His Asp Ser Gly Tyr Glu Val His His Gin Lys Leu Val Phe Phe 

560 665 670 
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Ala Glu Asp Val Gly Ser Asn Lys Gly Ala lie He Gly Leu Met Val 
675 680 685 



Gly Gly Val Val He Ala Thr Val He Val He Thr Leu Val Met Leu 
690 695 700 



Lys Lys Lys Gin Tyr Thr Ser He His His Gly Val Val Glu Val Asp 
705 710 715 720 



Ala Ala Val Thr Pro Glu Glu Arg His Leu Ser Lys Met Gin Gin Asn 

725 730 735 



Gly Tyr Glu Asn Pro Thr Tyr Lys Phe Phe Glu Gin Met Gin Asn 

740 745 750 



<210> 58 

<211> 2316 

<212> DNA 

<213> Homo sapiens 

<400> 58 



atgctgcccg 


gtttggcact 


gctcctgctg 


gccgcctgga 


cggctcgggc 


qctggaggta 


60, 




cccactgatg 


gtaatgctgg 


cctgctgqct 


gaaccccaga 


•ttqccatgt.t.'. 


Ctqtqgcaqa . 


12 0- 

# 




ctgaacatgc 


acatgaatgt 


ccagaatggg 


aagtgggatt 


cagatccatc 


agggaccaaa 


180 


■ m * . 


acctgcattg 


ataccaagga 


aggcatcctg 


cagtattgcc 


aagaagtcta 


.ccctgaactg 


240 




cagatcacca 


acgtggcaga 


agccaaccaa 


ccagtgacca 


tccagaactg 


gtgcaagcgg 


300 




ggccgcaagc 


agtgcaagac 


ccatccccac 


tttgtgatcc 


cetaccgctg 


.cttagttggt 


360 




gagtttgtaa 


gtgatgccct 


tctcgttcct 


gacaagtgca 


aattcttaca 


ccaggsgagg 


420 

* r 




atggatgtt t 


gcgaaactca 


tcttcactgg 


cacaccgtcg 


ccaaagagac 


atgcagtgag 


48 0,r 


■ 


aagagtacca 


acttgcatga 


ctacggcatg 


ttgctgccct 


gcggaattga 


caagttccga 


54 0 




ggggtagagt 


ttgtgtgttg 


cccactggct 


gaagaaagtg 


acaatgtgga 


tt ctgctgat 


600 




gcggaggagg 


atgactcgga 


tgtctggtgg 


ggcggagcag 


acacagacta 


tgcagatggg 


660 




agtgaagaca 


aagtagtaga 


agtagcagag 


gaggaagaag 


tggctgaggt 


ggaagaagaa 


720 




gaagccgatg 


atgacgagga 


cgatgaggat 


ggtgatgagg 


tagaggaaga 


ggctgaggaa 


780 




ccctacgaag 


aagccacaga 


gagaaccacc 


agcattgcca 


ccaccaccac 


caccaccaca 


840 




gagtctgtgg 


aagaggtggt 


tcgagaggtg 


tgctctgaac 


aagccgagac 


ggggccgtgc 


900 




cgagcaatga 


tctcccgctg 


gtactttgat 


gtgactgaag 


ggaagtgtgc 


cccattcttt 


960 




tacggcggat 


gtggcggcaa 


ccggaacaac 


tttgacacag 


aagagtactg 


catggccgtg 


1020 




tgtggcagcg 


ccatgtccca 


aagtttactc 


aagactaccc 


aggaacctct 


tggccgagat 


1080 




cctgttaaac 


ttcctacaac 


agcagccagt 


acccctgatg 


ccgttgacaa 


gtatctcgag 


1140 
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acacctgggg 


atgagaatqa 


acatgcccat 


ttccagaaag 


ccaaagagag 


gcttgaggcc 


1200 


aagcaccgag 


agagaatgtc 


ccaggtcatg 


agagaatggg 


aagaggcaga 


acgtcaagca 


1260 


aagaacttgc 


ctaaagctga 


taagaaggca 


gttatccagc 


at ttccagga 


gaaagtggaa 


1320 


tctttggaac 


aggaagcagc 


caacgagaga 


cagcagctgg 


tggagacaca 


catggccaga 


1380 


gtggaagcca 


tgctcaatga 


ccgccgccgc 

-mj 


ctggccctgg 


agaactacat 


caccgctctg 


1440 


caggctgttc 


ctcctcggcc 


tcgtcacgtg 


ttcaatatgc 


taaagaagta 


tgtccgcgca 


1500 


gaacagaagg 


acagacagca 


caccctaaag 


catttcgagc 


atgtgcgcat 


ggtggatccc 


1560 


aagaaagccg 


ctcagatccg 


gtcccaggtt 


atgacacacc 


tccgtgtgat 

-mJ -mJ 


ttatgagcgc 


1620 


atgaatcagt 


ctctctccct 


gctctacaac 


gtgcctgcag 


tggccgagga 


gattcaggat 


1680 


gaagttgatg 

-^j 


agctgcttca 


gaaaqagcaa 


aactattcag 


atgacgtctt 


ggccaacatg 


1740 


attagtgaac 


caaggatcag 


ttacggaaac 


gatgctctca 


tgccatcttt 


gaccgaaacg 


1800 


aaaaccaccg 


tggagctcct 


tcccgtgaat 


ggagagttca 


gcctggacga 


tctccagccq 


1360 


tggcattctt 


ttggggctga 


ctctgtgcca 


gccaacacag 


aaaacgaagt 


tgaqcctgtt 


192 0 


gatgcccgcc 


ctgctgccpa 

w» 


ccgaggactq 


accactcgac 


caggttctgg 


gttqacaaat 


1980 ., 


atcaagacgg. 


aggagatctc 


tgaagtgaaa 


atggatgcag 


aattccgaca 


tgactcagqa 


2 04 0 


tatgaagttc 


atcatcaaaa 


attggtgttc 


tttqcagaag 


atgtgggttc 


aaacaaaqgt. 


2icc. , 


gcaatcattg 


gactcatggt 


gggcggtgtt 


gtcat agcga 


cagtgatcgt 


catcaccttg 


2160 


gtgatgctga 


agaagaaaca 


gtacacatcc 


attcatcatg 


gt*gtggtgga 


ggttgacgcc 


222 0 - 


gctgtcaccc 


cagaggagcg 


ccacctgtcc 


aagatgcagc 


agaacggcta 


cgaaaatcca 


22 8 0 -.-i 


acctacaagt 


tctttgagca 


gatgcagaac 


aagaag 






2316 



<210> 59 
<211> 772 
<2.12> PRT 

<213> Homo sapiens - 
<400> 59 

Met .Leu Pro Gly Leu Ala Leu Leu Leu Leu Ala Ala Trp Thr Ala Arg 
15 10 15 



Ala Leu Glu Val Pro Thr Asp Gly Asn Ala Gly Leu Leu Ala Glu Pro 

20 25 30 



Gin lie Ala Met Phe Cys Gly Arg Leu Asn Met His Met Asn Val Gin 
35 40 45 



Asn Gly Lys Trp Asp Ser Asp Pro Ser Gly Thr Lys Thr Cys lie Asp 
50 55 60 



-74- 



Thr Lys Glu Gly He Leu Gin Tyr Cys Gin Glu Val Tyr Pro Glu Leu 
65 70 75 80 



Gin He Thr Asn Val Val Glu Ala Asn Gin Pro Val Thr He Gin Asn 

85 90 95 



Trp Cys Lys Arg Gly Arg Lys Gin Cys Lys Thr His Pro His Phe Val 

100 1C5 110 



He Pro Tyr.. Arg Cys Leu Val Gly Glu Phe Val Ser Asp Ala Leu Leu 
115 120 125 



Val Pro Asp Lys Cys Lys Phe Leu His Gin Glu Arg Met Asp Val Cys 
130 135 140 



Glu Thr His Leu His Trp His Thr Val Ala Lys Glu Thr Cys Ser Glu 
145 150 155 160 



Lys Ser Thr Asn Leu His Asp Tyr Gly Met Leu Leu Pro Cys Gly He 

165 170 175 



Asp Lys Phe. Arg Gly Val Glu Phe Val Cys Cys Pro Leu Ala Glu Glu 

180 185 190 



Ser Asp Asn Val Asp Ser Ala Asp Ala Gju Glu Asp Asp Ser Asp Val 
195 200 205 



Trp Trp Gly Gly Ala Asp Thr Asp Tyr Ala Asp Gly Ser Glu Asp Lys 
210 215 220 



Val Val Glu Val Ala Glu Glu Glu Glu Val Ala Glu Val Glu Glu Glu 
225 230 235 240 



Glu Ala Asp Asp Asp Glu Asp Asp Glu Asp Gly Asp Glu Val Glu Glu 

245 250 255 



Glu Ala Glu' Glu Pro Tyr Glu Glu Ala Thr Glu Arg Thr Thr Ser He 

260 265 270 



Ala Thr Thr Thr Thr Thr Thr Thr Glu Ser Val Glu Glu Val Val Arg 
275 280 285 



Glu Val Cys Ser Glu Gin Ala Glu Thr Gly Pro Cys Arg Ala Met He 
290 295 300 



Ser Arg Trp Tyr Phe Asp Val Thr Glu Gly Lys Cys Ala Pro Phe Phe 
305 310 315 320 



-75- 



Tyr Gly Gly Cys Gly Gly Asn Arg Asn Asn Phe Asp Thr Glu Glu Tyr 

325 330 " 335 



Cys Met Ala Val Cys Gly Ser Ala Met Ser Gin Ser Leu Leu Lys Thr 

340 345 350 



Thr Gin Glu Pro Leu Ala Arg Asp Pro Val Lys Leu Pro Thr Thr Ala 
355 360 365 



Ala Ser Thr Pro Asp Ala Val Asp Lys Tyr Leu Glu Thr Pro Gly Asp 
370 375 380 



Glu Asn Glu His Ala His Phe Gin Lys Ala Lys Glu Arg Leu Glu Ala 
385 390 395 400 



Lys His Arg Glu Arg Met Ser Gin Val Met Arg Glu Trp Glu Glu Ala 

405 410 415 



Glu Arg Gin Ala Lys Asn Leu . Pro Lys, Ala Asp Lys Lys Ala Val lie 

420 425 430 



Gin His Phe Gin Glu Lys Val Glu Ser Leu Glu Gin Glu Ala Ala Asn 
435 440 445 



Glu Arg Gin Gin Leu Val Glu Thr His Met Ala Arg Val Glu Ala Met 
450 455 : 460 



Leu Asn Asp Arg Arg Arg Leu Ala Leu Glu Asn Tyr Tie Thr Ala Leu 
465 470 475 480 



Gin Ala Val Pro Pro Arg. Pro Arg His Val Phe Asn Met Leu Lys Lys 

485 490 495 



Tyr Val Arg Ala Glu Gin Lys Asp Arg Gin His Thr Leu Lys His Phe 

500 505 5X0 



Glu His Val Arg Met Val Asp Pro Lys Lys Ala Ala Gin lie Arg Ser 
515 520 525 



Gin Val Met Thr His Leu Arg Val lie Tyr Glu Arg Met Asn Gin Ser 
530 535 540 



Leu Ser Leu Leu Tyr Asn Val Pro Ala Val Ala Glu Glu lie Gin Asp 
545 550 555 560 



Glu Val Asp Glu Leu Leu Gin Lys Glu Gin Asn Tyr Ser Asp Asp Val 

565 570 575 



-76- 



Leu Ala Asn Met lie Ser Glu Pro Arg lie Ser Tyr Gly Asn Asp Ala 

580 585 590 



Leu Met Pro Ser Leu Thr Glu Thr Lys Thr Thr Val Glu Leu Leu Pro 
595 600 605 



Val Asn Gly Glu Phe Ser Leu Asp Asp Leu Gin Pro Trp His Ser Phe 
610 615 620 



Gly Ala Asp Ser Val Pro Ala Asn Thr Glu Asn Glu Val Glu Pro Val 
625 630 635 640 



Asp Ala Arg Pro Ala Ala Asp Arg Gly Leu Thr Thr Arg Pro Gly Ser 

64 5 650 655 



Gly Leu Thr Asn lie Lys Thr Glu Glu lie Ser Glu Val Lys Met Asp 

660 665 670 



Ala Glu Phe Arg His Asp Ser Gly Tyr Glu Val His His Gin Lys Leu 
675 680 685 



Val Phe Phe Ala Glu Asp Val Gly Ser Asn Lys Gly Ala lie lie Gly 
690 695 700 



Leu Met Val Gly Gly Val Val lie Ala Thr Val lie Val He Thr Leu 
705 710 715 720 



Val. Met Leu Lys Lys Lys Gin Tyr Thr Ser lie His His Gly Val Val 

725 730 735 



Glu Val Asp Ala Ala Val Thr Pro Glu Glu Arg His Leu Ser Lys Met 

740 745 750 



Gin Gin Asn Gly Tyr Glu Asn Pro Thr Tyr Lys Phe Phe Glu Gin Met 
755 760 765 



Gin Asn Lys Lys 
770 



<210> 60 

<211> 2259 

<212> DNA 

<213> Homo sapiens 

<400> 60 

atgctgcccg gtttggcact gctcctgctg gccgcctgga cggctcgggc gctggaggta 

cccactgatg gtaatgctgg cctgctggct gaaccccaga ttgccatgtt ctgtggcaga 

ctgaacatgc acatgaatgt ccagaatggg aagtgggatt cagatccatc agggaccaaa 



-77- 



acctgcattg 


ataccaagga 


aggcatcctg 


cagtattgee 


aagaagtcta 


ccctgaactg 


240 


cagatcacca 


atgtggtaga 


agecaaeeaa 


ccagtgacca 


tccagaactg 


gtgeaagegg 


300 


ggccgcaagc 


agtgcaagac 


ccatccccac 


tttgtgattc 


cctaccgctg 


cttagttggt 


360 


gagtttgtaa 


gtgatgccct 


tctcgttcct 


gaeaagtgea 


aattcttaca 


ccaggagagg 


420 


atggatgttt 


gcgaaactca 


tcttcactgg 


eacaccgtcg 


ceaaagagac 


atgcagtgag 


480 


aagagtacca 


acttgcatga 


etaeggcatg 


ttgctgccct 


gcggaattga 


caagttccga 


540 


ggggtagagt 


ttgtgtgttg 


cccactggct 


gaagaaagtg 


aeaatgtgga 


ttctgetgat 


600 


gcggaggagg 


atgactcgga 


tgtctggtgg 


ggcggagcag 


acacagacta 


tgcagatggg 


660 


agtgaagaca 


aagtagtaga 


agtagcagag 


gaggaagaag 


tggctgaggt 


ggaagaagaa 


720 


gaagccgatg 


atgacgagga 


cgatgaggat 


ggtgatgagg 


tagaggaaga 


ggctgaggaa 


780 


ccctacgaag 


aagccacaga 


gagaaccacc 


ageattgeca 


ccaccaccae 


caccaccaca 


840 


gagtctgtgg 


aagaggtggt 


tcgagaggtg 


tgctetgaac 


aagecgagae 


ggggccgtgc 


900 


cgagcaatga 


tctcccgctg 


gtactttgat 


gtgactgaag 


ggaagtgtgc 


cccattct t t 


960 


tacggcggat 


gtggeggcaa 


ccggaacaac 


tttgacacag 


aagagtactg 


catggccgtg 


1020 • 


tgtggcagcg 


ccattcctac 


aacagcagcc 


agtacccctg 


atgccgttga 


caagtatotc . 


108 0 


gagacacctg 


gggatgagaa 


tgaacatgee 


eatctccaga 


aagecaaaga 


gaggcttgag 


114 a ^ 


gccaagcacc 


gagagagaat 


gtcccaggtc 


atgagagaat 


gggaagagge 


agaaegteaa 


J 2 00 ^ 

• *# , ***** 


gcaaagaact 


tgcctaaagc 


tgataagaag 


gcagttatcc 


agcatttcca 


ggagaaagbg 


1260 


gaatctttgg 


aacaggaagc 


agecaacgag 


agacagcagc 


t'ggtggagac 


acacatggcc 


132 0 ?V 


agagtggaag 


ccatgct.caa 


tgaccgccgc 


cgectggccc 


tggagaacta 


eatcaccgct 


138 0. 


ctgcaggctg 


ttcctcctcg 


gcctcgtcac 


gr.gt teaata 


tgctaaagaa 


gtatgteeqc 


144 0 A} 


geagaacaga 


aggacagaea 


gcacacccta 


aageatttcg 


agcatgtgcg 


catggtggat 


1500 


cccaagaaag 


ecgcteagat 


ccggtcecag 


gttatgacac 


acctccgtgt 


gatttatgag 


1560 


cgcatgaatc 


agtctctctc 


ectgetetae 


aacgtgcctg 


cagtggccga 


ggagattcag 


1620 


gatgaagttg 


a t gage t get. 


tcagaaagag 


caaaactatt 


cagatgacgt 


cttggceaac 


3680 


atgattagtg 


aaccaaggat 


cagttacgga 


aacgatgete 


tcatgccatc 


tLtgaccgaa 


1740 


acgaaaacca 


ccgtggagct 


ccttccegtg 


aatggagagt 


tcagcctgga 


cgatctccag 


1600 


ccgtggcatt 


cttttggggc 


tgactctgtg 


ccagecaaca 


cagaaaacga 


agttgagcct 


1860 


gttgatgcec 


gccctgetgc 


cgaccgagga 


ctgaecactc 


gaccaggttc 


tgggttgaca 


192 0 


aatatcaaga 


eggaggagat 


ctctgaagtg 


aagat.ggatg 


cagaattccg 


acatgactca 


1980 


ggatatgaag 


ttcatcatea 


aaaattggtg 


t tetttgeag 


aagatgtggg 


tt.caaacaaa 


2040 


ggtgcaatca 


ttggactcat 


ggtgggeggt 


gttgtcat.ag 


cgacagtgac 


cgtcatcacc 


2100 



-78- 



ttggtgatgc tgaagaagaa acagtacaca tccattcatc atggtgtggt ggaggttgac 
gccgctgtca ccccagagga gcgccacctg tccaagatgc agcagaacgg ctacgaaaat 
ccaacctaca agttctttga gcagatgcag aacaagaag 



2160 
2220 
22 5 9 



<210> 61 

<211> 753 

<212> PRT 

<213> Homo sapiens 

<400> 61 

Met Leu Pro Gly Leu Ala Leu Leu Leu Leu Ala Ala Trp Thr Ala Arg 
1 5 10 15 



Ala Leu Glu Val Pro Thr Asp Gly Asn Ala Gly Leu Leu Ala Glu Pro 

20 25 30 



Gin lie Ala Met Phe Cys Gly Arg Leu Asn Met His Met Asn Val Gin 
35 40 45 



Asn. Gly Lys. Trp Asp Ser Asp Pro Ser Gly. Thr . Lys Thr Cys lie Asp 
50 55 60 



Thr. Lys Glu Gly lie Leu Gin Tyr Cys Gin Glu Val Tyr Pro Glu Leu 
65 70 75 60 



Gin lie Thr Asn Val Val Glu Ala Asn Gin Pro Val Thr Ire Gin Asn 

85 90 95 



Trp Cys Lys. Arg Gly Arg Lys Gin Cys Lys Thr His Pro His Phe Val 

100 105 110. 



lie Pro Tyr Arg Cys Leu Val Gly Glu. Phe Val Ser Asp Ala Leu Leu 
115 120 125 



Val Pro Asp Lys Cys Lys Phe Leu His Gin Glu Arg Met Asp Val Cys 
130 135 140 



Glu. Thr His Leu His Trp His Thr Val Ala Lys Glu Thr Cys Ser Glu 
145 150 155 160 



Lys Ser Thr Asn Leu His Asp Tyr Gly Met Leu Leu Pro Cys Gly lie 

165 170 175 



Asp Lys Phe Arg Gly Val Glu Phe Val Cys Cys Pro Leu Ala Glu Glu 

180 185 190 



-79- 



Ser Asp Asn Val Asp Ser Ala Asp Ala Glu Glu Asp Asp Ser Asp Val 
195 200 . 205 



Trp Trp Gly Gly Ala Asp Thr Asp Tyr Ala Asp Gly Ser Glu Asp Lys 
210 215 220 



Val Val Glu Val Ala Glu Glu Glu Glu Val Ala Glu Val Glu Glu Glu 
225 230 235 240 



Glu Ala Asp Asp Asp Glu Asp Asp Glu Asp Gly Asp Glu Val Glu Glu 

245 250 255 



Glu Ala Glu Glu Pro Tyr Glu Glu Ala Thr Glu Arg Thr Thr Ser lie 

260 265 270 



Ala Thr Thr Thr Thr Thr Thr Thr Glu Ser Val Glu Glu Val Val Arg 
275 280 285 



Glu Val Cys Ser Glu Gin Ala Glu Thr Gly Pro Cys Arg. Ala Met lie 
29Q 295 300 



Ser Arg Trp Tyr Phe Asp Val Thr Glu Gly Lys Cys Ala Pro Phe Phe 
305 310 315 320 



Tyr Gly Gly Cys Gly Gly Asn Arg Asn Asn Phe Asp Thr Glu Glu Tyr 

325 330 335 



Cys Met Ala Val Cys Gly Ser Ala lie Pro Thr Thr Ala Ala Ser Thr 

340 345 350 



Pro Asp Ala Val Asp Lys Tyr Leu Glu Thr Pro Gly Asp Glu Asn Glu 
355 360 365 



His Ala His Phe Gin Lys Ala Lys Glu Arg Leu Glu Ala Lys His Arg 
370 375 380 



Glu Arg Met Ser Gin Val Met Arg Glu Trp Glu Glu Ala Glu Arg Gin 
385 390 * 395 400 



Ala Lys Asn Leu Pro Lys Ala Asp Lys Lys Ala Val lie Gin His Phe- 

405 410 415 



Gin Glu Lys Val Glu Ser Leu Glu Gin Glu Ala Ala Asn Glu Arg Gin 

420 425 430 



Gin Leu Val Glu Thr His Met Ala Arg Val Glu Ala Met Leu Asn Asp 
435 440 445 



-80- 



Arg Arg Arg Leu Ala Leu Glu Asn Tyr lie Thr Ala Leu Gin Ala Val 
450 455 460 



Pro Pro Arg Pro 
465 



Ala Glu Gin Lys 



Arg Met Val Asp 

500 



Thr His Leu Arg 
515 



Leu Tyr Asn Val 
530 



Glu Leu Leu Gin 
545 



Met He Ser Glu 



Ser Leu Thr Glu 

580 



Glu Phe Ser Leu 
595 



Ser. Val Pre Ala 
610 



Pro Ala Ala Asp 
625 



Asn He Lys Thr 



Arg His Asp Ser 

660 



Ala Glu Asp Val 
675 



Gly Gly Val Val 
690 



Arg His Val Phe 
470 



Asp Arg Gin His 
485 



Pro Lys Lys Ala 



Val He Tyr Glu 

520 



Pro Ala Val Ala 
535 



Lys Glu Gin Asn 
550 



Pro Arg He Ser 
565 



Thr Lys Thr Thr 



Asp Asp Leu Gin 

600 



Asn Thr Glu Asn 
615 



Arg Gly Leu Thr 
630 



Glu Glu He Ser 
645 



Gly Tyr Glu Val 



Gly Ser Asn Lys 

680 



He Ala Thr Val 
695 



Asn Met Leu Lys 
475 



Thr Leu Lys His 
490 



Ala Gin He Arg 
505 



Arg Met Ash Gin 



Glu Glu He Gin 

540 



Tyr Ser Asp Asp 
555 



Tyr Gly Asn Asp 
570 



Val Glu Leu Leu 
585 



Pro Trp His Ser 



Glu Vai Glu Pro 

620 



Thr Arg Pro Gly 
635 



Glu Val Lys Met 
650 



His His Gin Lys 
665 



Gly Ala He He 



He Val He Thr 

700 



-81- 



Lys Tyr Val Arg 

480 



Phe Glu His Val 
495 



Ser Gin Val Met 
510 



Ser Leu Ser Leu 
525 



Asp Glu Val Asp 



Val Leu Ala Asn 

56 0 



Ala Leu Met Pro 
575 



Pro Val Asn Gly 
590 



Phe Gly Ala Asp 
605 



Vai Asp Ala Arg 



Ser Gly Leu Thr 

640 



Asp Ala Glu Phe 
655 



Leu Val Phe Phe 
670 



Gly Leu Met Vai 
685 



Leu Val Met Leu 



( 



Lys Lys Lys Gin Tyr Thr Ser lie His His Gly Val Val Glu Val Asp 
705 710 715 720 



Ala Ala Val Thr Pre Glu Glu Arg His Leu Ser Lys Met Gin Gin Asn 

725 730 735 



Gly Tyr Glu Asn Pro Thr Tyr Lys Phe Phe Glu Gin Met Gin Asn Lys 

740 745 750 



Lys 



<210> 
<211> 
<212> 
<213> 


62 
8 

PRT 

Artificial sequence 


<220> 
<223> 


Synthetic peptide 


<400> 


62 


Leu Glu Val Leu Phe Gin Gly 
1 5 


<210> 
<211> 
<212 > 
<213> 


63 
10 
PRT 

Artificial sequence 


<220> 
<223> 


Synthetic peptide 


<400> 


63 


Ser Glu Val' Asn Leu Asp Ala 
1 5 


<210> 
<:211> 
<212> 
<213> 


64 
10 
PRT 

Artificial sequence 


<220> 
<223> 


Synthetic peptide 


<400> 


64 



10 



Ser Glu Val Lys Met Asp Ala Glu Phe Arg 
15 10 



<210> 65 

<211> 15 

<212> PRT 

<213> Artificial sequence 



-82- 



<220> 

<223> Synthetic peptide 
<400> 65 

Arg Arg Gly Gly Val Val lie Ala Thr Val lie Val Gly Glu Arg 
1 5 10 15 



<210> 66 

<211> 518 

<212> PRT 

<213> Homo sapiens 

<400> 66 

Met Gly Ala Leu Ala Arg Ala Leu Leu Leu Pro Leu Leu Ala Gin Trp 
1 5 10 15 



Leu Leu Arg Ala Ala Pro Glu Leu Ala Pro Ala Pro Phe Thr Leu Pro 

20 25 30 



Leu Arg Val Ala Ala Ala Thr Asn Arg Val Val Ala Pro Thr Pro Gly 
35 40 45 



Pro Gly Thr Pro Ala Glu Arg His Ala Asp Gly Leu Ala Leu Ala Leu 
50 55 60 



Glu Pro Ala Leu Ala Ser Pro Ala Gly Ala Ala Asn Phe Leu Ala Met 
65 70 75 80 



Val Asp Asn Leu Gin Gly Asp Ser Gly Arg Gly Tyr Tyr Leu Glu Met 

85 90 95 



Leu lie Gly Thr Pro Pro Gin Lys Leu Gin lie Leu Val Asp Thr Gly 

100 105 110 



Ser Ser Asn Phe Ala Val Ala Gly Thr Pro His Ser Tyr lie Asp Thr 
115 120 i25 



Tyr Phe Asp Thr Glu Arg Ser Ser Thr Tyr Arg Ser Lys Gly Phe Asp 
130 135 140 



Val Thr Val Lys Tyr Thr Gin Gly Ser Trp Thr Gly Phe Val Gly Glu 
145 150 155 160 



Asp Leu Val Thr lie Pro Lys Gly Phe Asn Thr Ser Phe Leu Val Asn 

165 170 175 



lie Ala Thr lie Phe Glu Ser Glu Asn Phe Phe Lieu Pro Gly lie Lys 

180 185 190 



-83- 



Trp Asn Gly lie Leu Gly Leu Ala Tyr Ala Thr Leu Ala Lys Pro Ser 
195 200 205 



Ser Ser Leu Glu Thr Phe Phe Asp Ser Leu Val Thr Gin Ala Asn lie 
210 215 220 



Pro Asn Val Phe Ser Met Gin Met Cys Gly Ala Gly Leu Pro Val Ala 
225 230 235 240 



Gly Ser Gly Thr Asn Gly Gly Ser Leu Val Leu Gly Gly lie Glu Pro 

245 250 255 



Ser Leu Tyr Lys Gly Asp lie Trp Tyr Thr Pro lie Lys Glu Glu Trp 

260 265 270 



Tyr. Tyr Gin lie Glu lie Leu Lys Leu Glu lie Gly Gly Gin Ser Leu 
275 280 285 



Asn Leu Asp Cys Arg Glu Tyr Asn Ala Asp Lys Ala lie Val Asp Ser 
290 295 300 



Gly. Thr Thr Leu Leu Arg Leu Pro Gin Lys Val Phe. Asp Ala. Val Val 
305 310 315 320 



Glu Ala Val Ala Arg Ala Ser Leu lie Pro Glu Phe Ser Asp Gly Phe 

325 330 335 



Trp Thr Gly Ser Gin Leu Ala Cys Trp Thr Asn Ser Glu Thr Pro Trp 

340 345 350 



Ser- Tyr Phe Pro Lys lie Ser lie Tyr Leu Arg Asp Glu Asn Ser Ser 
355 360 365 



Arg- Ser Phe Arg lie Thr lie Leu Pro Gin Leu Tyr lie Gin Pro Met 
370 375 380 



Met Gly Ala Gly Leu Asn Tyr Glu Cys Tyr Arg Phe Gly lie Ser Pro 
385 390 395 400 



Ser Thr Asn Ala Leu Val lie Gly Ala Thr Val Met Glu Gly Phe Tyr 

405 410 415 



VaJ He Phe Asp Arg Ala Gin Lys Arg Val Gly Phe Ala Ala Ser Pro 

420 425 430 



Cys Ala Glu lie Ala Gly Ala Ala Val Ser Glu He Ser Gly Pro Phe 
435 440 445 



-34- 



Ser Thr Glu Asp Val Ala Ser Asn Cys Val Pro Ala Gin Ser Leu Ser 
450 455 460 



Glu Pro lie Leu Trp lie Val Ser Tyr Ala Leu Met Ser Val Cys Gly 
465 . 470 475 480 



Ala lie Leu Leu Val Leu lie Val Leu Leu Leu Leu Pro Phe Arg Cys 

485 490 495 



Gin Arg Arg Pro Arg Asp Pro Glu Val Val Asn Asp Glu Ser Ser Leu 

500 505 510 



Val Arg His Arg Trp Lys 
515 



<210> 67 

<21'J> 475 

<212> PRT 

<213> Homo sapiens 

<400> 67 

Met Gly Ala Leu Ala Arg Ala Leu Leu Leu Pro Leu Leu Ala Gin Trp 
1 5 10 15 



Leu Leu Arg Ala Ala Pro Glu Leu Ala Pro Ala Pro Phe Thr Leu Pro 

20 25 30. 



Leu Jkrg Val Ala Ala Ala Thr Asn Arg Val Val. Ala Pro Thr Pro Gly 
35 40 45 



Pro Gly Thr Pro Ala Glu Arg His Ala Asp Gly Leu Ala Leu Ala Leu 
50 55 60 



Glu Pro Ala Leu Ala Ser Pro Ala Gly Ala Ala Asn Phe Leu Ala Met 
65 70 75 ' 80 



Val Asp Asn Leu Gin Gly Asp Ser Gly Arg Gly Tyr Tyr Leu Glu Met 

85 90 95 ' 



Leu lie Gly Thr Pro Pro Gin Lys Leu Gin lie Leu Val Asp Thr Gly 

100 105 110 



Ser Ser Asn Phe Ala Val Ala Gly Thr Pro His Ser Tyr lie Asp Thr 
115 120 125 



Tyr Phe Asp Thr Glu Arg Ser Ser Thr Tyr Arg Ser Lys Gly Phe Asp 
130 135 140 



-85- 



Val Thr Val Lys Tyr Thr Gin Gly Ser Trp Thr Gly Phe Val Gly Glu 
145 150 155 160 



Asp Leu Val Thr lie Pro Lys Gly Phe Asn Thr Ser Phe Leu Val Asn 

165 170 175 



Tie Ala Thr lie Phe Glu Ser Glu Asn Phe Phe Leu Pro Gly lie Lys 

180 185 190 



Trp Asn Gly lie Leu Gly Leu Ala Tyr Ala Thr Leu Ala Lys Pro Ser 
195 200 205 



Ser Ser Leu Glu Thr Phe Phe Asp Ser Leu Val Thr Gin Ala Asn lie 
210 215 220 



Pro Asn Val Phe Ser Met Gin Met Cys Gly Ala Gly Leu Pro Val Ala 
225 230 235 240 



Gly Ser Gly Thr Asn Gly Gly Ser Leu Val Leu Gly Gly lie Glu Pro 

245 250 255 



Ser Leu Tyr Lys Gly Asp lie Trp Tyr Thr Pro He Lys Glu Glu Trp 

26C 265 270 



Tyr Tyr Gin Tie Glu Tie Leu Lys Leu Glu He Gly Gly Gin Ser Leu 
275 280 285 



Asn Leu Asp Cys Arg Glu Tyr Asn Ala Asp Lys Ala He Val Asp Ser 
290 295 300 



Gly Thr Thr Leu Leu Arg Leu Pro Gin Lys Val Phe Asp Ala Val Val 
305 310 315 320 



Glu Ala Val Ala Arg Ala Ser Leu He Pro Glu Phe Ser Asp Gly Phe 

325 330 335 



Trp Thr Gly Ser Gin Leu Ala Cys Trp Thr Asn Ser Glu Thr Pro Trp 

340 345 350 



Ser Tyr Phe Pro Lys He Ser Tie Tyr Leu Arg Asp Glu Asn Ser Ser 
355 360 365 



Arg Ser Phe Arg He Thr He Leu Pro Gin Leu Tyr He Gin Pro Met 
370 375 380 



Met Gly Ala Gly Leu Asn Tyr Glu Cys Tyr Arg Phe Gly He Ser Pro 
385 390 * 395 400 



-86- 



Ser Thr Asn Ala Leu Val lie Gly Ala Thr Val Met Glu Gly Phe Tyr 

405 410 415 



Val lie Phe Asp Arg Ala Gin Lys Arg Val Gly Phe Ala Ala Ser Pro 

420 425 430 



Cys Ala Glu lie Ala Gly Ala Ala Val Ser Glu lie Ser Gly Pro Phe 
435 440 445 



Ser Thr Glu Asp Val Ala Ser Asn Cys Val Pro Ala Gin Ser Leu Ser 
450 455 460 



Glu. Fro lie Leu Trp His His His His His His 
465 470 475 



<210> 68 

<211> 413 

<212> PRT 

<213> Homo sapiens 

<400> 68 

Ala Leu Glu Pro Ala Leu Ala Ser Pro Ala Gly Ala Ala Asn Phe Leu 

1 • 5 10 : ' . 15 



Ala Met Val Asp Asn Leu Gin Gly Asp Ser Gly Arg Gly Tyr Tyr Leu 

2 0 2 5 3.0' 



Glu Met Leu lie Gly Thr Pro Pro Gin Lys Leu Gin lie Leu Val Asp 
35 4 0 45 



Thr Gly Ser Ser Asn Phe Ala Val Ala Gly Thr Pro His Ser Tyr lie 
50 55 60 



Asp Thr Tyr Phe Asp Thr Glu Arg Ser Ser Thr Tyr Arg Ser Lys Gly 
65 70 75 80 



Phe Asp Val Thr Val Lys Tyr Thr Gin Gly Ser Trp Thr Gly Phe Val 

85 9.0 95 



Gly Glu Asp Leu Val Thr lie Pro Lys Gly Phe Asn Thr Ser Phe Leu 

100 105 110 



Val Asn lie Ala Thr lie Phe Glu Ser Glu Asn Phe Phe Leu Pro Gly 
115 120 125 



lie Lys Trp Asn Gly He Leu Gly Leu Ala Tyr Ala Thr Leu Ala Lys 
- 130 135 140 



-87- 



Pro Ser Ser Ser Leu Glu Thr Phe Phe Asp Ser Leu Val Thr Gin Ala 
145 150 155 160 



Asn lie Pro Asn Val Phe Ser Met Gin Met Cys Gly Ala Gly Leu Pro 

165 170 175 



Val Ala Gly Ser Gly Thr Asn Gly Gly Ser Leu Val Leu Gly Gly lie 

180 185 190 



Glu Pro Ser Leu Tyr Lys Gly Asp lie Trp Tyr Thr Pro lie Lys Glu 
195 200 205 



Glu Trp Tyr Tyr Gin lie Glu lie Leu Lys Leu Glu lie Gly Gly Gin 
210 215 220 



Ser Leu Asn Leu Asp Cys Arg Glu Tyr Asn Ala Asp Lys Ala lie Val 
225 230 235 240 



Asp Ser Gly Thr Thr Leu Leu Arg Leu Pro Gin Lys Val Phe Asp Ala 

245 250 255 



Val Val Glu Ala Val Ala Arg Ala Ser Leu lie Pro Glu Phe Ser Asp 

260 265 270 



Gly Phe Trp Thr Gly Ser Gin Leu Ala Cys Trp Thr Asn Ser Glu Thr 
275 280 285 



Pro Trp Ser Tyr Phe Pro Lys lie Ser lie Tyr Leu Arg Asp Glu Asn 
290 295 300 



Ser Ser Arg Ser Phe Arg lie Thr lie Leu Pro Gin Leu Tyr lie Gin 
305 310 315 320 



Pro Met Met Gly Ala Gly Leu Asn Tyr Glu Cys Tyr Arg Phe Gly lie 

325 330 335 



Ser Pro Ser Thr Asn Ala Leu Val lie Gly Ala Thr Val Met Glu Gly 

340 345 350 



Phe Tyr Val lie Phe Asp Arg Ala Gin Lys Arg Val Gly Phe Ala Ala 
355 360 365 



Ser Pro Cys Ala Glu He Ala Gly Ala Ala Val Ser Glu He Ser Gly 
370 375 380 



Pro Phe Ser Thr Glu Asp Val Ala Ser Asn Cys Val Pro Ala Gin Ser 
385 390 395 400 



-88- 



Leu Ser Glu Pro He Leu Trp His His His His His His 

405 410 



<210> 
<211> 
<212> 
<213> 


69 
8 

PRT 

Artificial sequence 


<220> 
<223> 


Synthetic peptide 


<400> 


69 


Gly Leu Ala Leu Ala Leu Glu 
1 5 


<210> 
<211> 
<212> 
<2i3> 


70 
8 

PRT 

Artificial sequence 


<220> 
<223> 


Synthetic peptide 


<400> 


70 



Glu Val Lys Met Asp Ala Glu Phe 
1 5 



<210> 


71 


<211> 


8 


<212> 


PRT 


<213> 


Artificial sequence 


<22 0 > 




<223> 


Synthetic peptide 


<400> 


71 



Glu Val Asn Leu Asp Ala Glu Phe 
1 5 



<210> 


72 


<211> 


8 


<212> 


PRT 


<213> 


Artificial sequence 


<220> 




<223> 


Synthetic peptide 


<400> 


72 



Leu Val Phe Phe Ala Glu Asp Val 
1 5 



-89- 



<210> 


73 


<211> 


8 


<212> 


PRT 


<213> 


Artificial sequence 


<220> 




<223> 


Synthetic peptide 


<400^ 


73 



Lys Leu Val Phe Phe Ala Glu Asp 
1 5 



<210> 74 

<211> 39 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer 

<400> 74 

cgctttaagc ttgccaccat gggcgcactg gcccgggcg 39 



<210> 75 
<211> 57 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer 

>- 

<400> 75 

cgctttctcg agctaatggt gatggtgatg gtgccacaaa atgggctcgc tcaaaga 57 • 



< 2 1 C > 76 

<21i> 4 

<212> PRT 

<213> Artificial sequence 



<220> 

<223> Synthetic peptide 



<400> 76 

Asn Leu Asp Ala 
1 



<210> 77 

<211> 5 

<212> PRT 

<213> Artificial sequence 
<220> 

<2 2 3>- Synthetic peptide 



<400> 77 

Gly Arg Arg Gly Ser 
-1 5 

-90- 



<210> 78 

<2H> 6 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> Synthetic peptide 

<400> 78 

Thr Gin His Gly lie Arg 
1 5 



<210> 79 

<211> 6 

<212> PRT 

<2I3> Artificial sequence 



<220> 
<223> 


Synthetic peptide 


<400> 


79 


Glu Thr Asp Glu Glu Pro 
1 5 


<210> 
<211> 
<212> 
<213> 


3C 
15 
FRT 

Artificial sequence 


<220> 
<223> 


Synthetic peptide 


<400> 


80 



Met Cys Ala Glu Val Lys Met Asp Ala Glu Phe Lys Asp Asn Pro 
15 10 15 



<210> 81 

<211> 5 

<212> PRT 

<213> Artificial seauence 
<22C> 

<223> Synthetic peptide 

<400> 81 

Asp Ala Glu Phe Arg 
1 5 

<210> 82 

<2 1 1 > 5 

<212> PRT 

<213> Artificial sequence 



-91- 



<220> 
<223> 



Synthetic peptide 



<400> 82 

Ser Glu Val Asn Leu 
1 5 



<210> 83 

<211> 4 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> Peptide of Human APP 
<220> 

<221> misc__f eature 

<222> (1) 

<22 3> Xaa = Lys or Asn 
<220> 

<221> misc_f eature 

<222> (2) 

<22 3> Xaa = Met or Leu 
<220> 

<221> misc_f eature 

<222> (3) 

<22 3> Xaa = Asp 

<22 0> 

<221> misc_ feature 

<222> (4) - - " • - 

<22 3> Xaa ~ Asp 



<400> 83 

Xaa Xaa Xaa Xaa 
1 



<210> 84 
<211> 8 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Synthetic peptide 
<400> 84 

Leu Val Phe Phe Ala Glu Asp Phe 
1 5 



-92- 



